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Part Il: Study background

\ [I.1. Study background sectionA: Obtained master degrees

a) Diploma 1:
Master in Exact Sciences; Mathematics
Ghent University; 28 June 1991
Grade: summa cum laude

Thesis:

Al nl eiding tot de gebouwentheorie. o
Promotor: Prof Dr H Van Maldeghem

Detailedinformation

1 This training is useful in giving me a firm foundation to acquire knowledge as a
basis for future study and research activities,
1 and developing a logical and structural thinking mentality.

b) Diploma 2:
Master in Biostatistics

Hasselt University; 5 oktober 1999
Grade: magna cum laude

Thesis
AAnalysis of | ongitudinal, ordinal, cate
Promotor: MSc D Curran; Gpromotors: MSc L Collette and Prof Dr G
Molenberghs

Detailed information

1 The extensive training in biostatistics gives me the opportunity to translateg a
purely mathematical background into a practical social engagement.

1 Projectdriven group assignments during the training are useful in developirg
skills to enhance team working

1 The apprenticeship is enriching and is a first real exposure to the busingss
community.

1 The nature of the student populatibrthe majority were VLIR students from
developing countries (this is: in Belgium with a Flemish hueiversity Board
grant)1 is extremely stimulating to adopt a positive international attitude an
mentality.

jon
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\ II. 2. Study background sectiorB: Doctorate or special doctorate

a) Diploma 1

PhD in Exact Sciences: Mathematics

Ghent

Grade:

Thesis

University; 2May 1996
summa cumaude

ANesnpherical buil dings of rank 3.0
Promotor: Prof Dr H Van Maldeghem

Publications

il

Van Maldeghem Hyan Steen K(1999) Characterizations by Automorphism
Groups of Some Rank 3 Buildings IV. Hyperboliagic Moufang Buildings

of Rank 3, Geometriae Dedicata 75: 1112.

Van Steen K(1999) Characterizations by Automorphism Groups of Some
Rank 3 Buildings Ill. Moufand.ike Conditions, Geometriae Dedicata 74: 225
240.

Van Maldeghem Hyan Steen K(1999) Characterizations by Automorphism
Groups of Some Rank 3 Buildings Il. A Half Stronglyansitive Locally

Finite Triangle Building is a Bruh&kits Building, Geometriae Qicata 74:
113133.

Van Maldeghem Hyan Steen K(1998) Characterizations by Automorphism
Groups of Some Rank 3 Buildings I. Some Properties of Half Strongly
Transitive Triangle Buildings, Geometriae Dedicata 73-142

Van Maldeghem Hyan Steen K(1997) Moufang Affine Buildings have
Moufang Spherical Building at Infinity, Glasgow Math. J. 39: 234

Detailed information:

1

During my research years in fundamental mathematics | considered i
challenge to convey abstract concepts in a teachable emidg@xvay to a varied
audience. During symposia and workshops it becomes clear that communica
skills are essential in building out a career, independently of the discipline
type of work floor. Under the leadership of my promotor in those days[®rof
H Van Maldeghem, the first building stones are laid to canalize and furtk
develop skills in communication.

The preparations for my first doctoral degree have accentuated my sens
analysis and synthesis, and are essential to nourish an indepandenitical
attitude.

From a scientific viewpoint the study of fundamental mathematics at this le
is a good basis for study and research work in other specibilsematicians
can thrive in diverse sectors due to their analytic problem solving and
logical thinking.
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b) Diploma 2:

PhD in

medical sciencésbiomedical science

Hasselt University / Maastricht University; 20 December 2005

Grade:

Thesis

not applicable

AGenomic screening methodol ogy -for
Mul tiplicity and missingness: a st
Promotor: Prof Dr G Molenberghs; womotor: Prof Dr NM Laird

Publications:

il

Van Steen K Laird NM, Markel P, Molenberghs G (280Approaches to
handle incomplete data in famibased association testing. Ann Hum Genet
71:14%151.

Van Steen K Mcqueen MB, Herbert A, Raby B, Lyon H, Demeo DL, Murphy
A, Su J, Datta S, Rosenow C, Christman M, Silverman Ek, Laird NM, Weiss

com
ati s

St, LangeC (2005) Genomic screening and replication using the same data set

in family-based association testing, Nature Genetics 37 (7) 683.

Van Steen K Lange C (2005) PBAT: a comprehensive software package for
genomewide association analysis of complexniity-based studies (Invited
submission) Journal of Human Genomics 2 (13: 1

Van Steen K Tahri N, Molenberghs G (2004) Introducing the multivariate
Dale model in population based genetic association studies, Biometrical
Journal 46 (2):18202.

Detailed information:

1

An important part of this thesis is the result of my work at the Harvard Schg
of Public Health as a pesbctoral fellow. At this school | am made aware of
different English writing styles (European versus-gamopean) and am g

useful comments on increasing the success rate of publications in American
nonAmerican journals. | learn that adopting the correct conventions, etique

and writing style can severely increase the rate of accepted project proposals.

A publicationis not a private affair. Every manuscript is read by some intern
specialists, heavily discussed upon with the authors, provided with comment
increase the value of the publication and only then released for submission
scientific journal. Corporat t hi nki ng brought 1into
According tot he American websit€areercast(2014), mathematicians,
tenured university professors and statisticians embody the top [3est jobs,
with a world of unlocked opportunities, continued growth and growing
demandsin science, industry and society.
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A copy of diplomas and obtained certificates can be obtained upon request.
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. 3. Study background sectionC: Additional Study Certificates (a selection)

Diploma or certificate Grade University / Institute Year
Workshop in Mixture Estimation and Certificate International Centre for | 2011
Applications Mathematical Sciences
(ICMS), Edinburgh (UK)
IFRES6+ ULg (Belgium)
Dispensatiorofficielle (tenue compteema
formation de communication WECOM)
IFRES 5(séancealebase) ULg (Belgium) 2010
Un guide pour | deng
| 6®t udi ant: | 6engacd
IFRES 4 ULg (Belgium) 2010
Organisation et évaluation des stages
IFRES 3 ULg (Belgium) 2010
Le tituratpoud 6 a p p r ear problems
et en petits groupes
IFRES 2 ULg (Belgium) 2010
Introductiongénérale au PBLet au rélede
tuteur
IFRES 1 ULg (Belgium) 2009
Construction et gestion qualité de teste
Statistical analysis of Networks Certificate UCL (Belgium) 2009
Cours : Francais Nationale Handels 2008
Academie Antwerp
(Belgium)
Continuing medical education: post genor| Certificaie Cernayla-Ville (France) |2008
respiratory epidemiology II: an
interdisciplinary challenge
Workshop:Statistical analysis of genetic | Certificae FaBeRi KUL, (Belgium) | 2008
data in families
FAMHAP 7 haplotype frequency estimatig Certificaie Rheinische Friedrich 2008
and association analysis Wilhelms-Universitéat,
Bonn (Germany)
Good practice in DNAnicro-array analysis| Certificaie Klinikum GroRBhadern, |2007
Munich (Germany)
Erasmus Summer Program; Modules Certificate Erasmus Medical Centrel 2006

Genetic epidemiology of complex disease
Introduction to genomics en
Searching genes of complex disorders

Rotterdam (the
Netherlands)

SAS JMP genetics course Certificate Department of 2006
Cardiovascular Diseasés
KUL (Belgium)

S.A.G.E. course: statistical analysis for | Certificaie Department of 2006

genetic epidemiology

Cardiovascular Diseasés
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Catholic University
Leuven (Belgium)

37th International training workshop on th| Certificate Applied Maths 2006
use of GelCompar Il and Bionumerics headquarters in Sint
MartensLatem (Belgium)
Doctoral Training: Medical Sciences Certificate Antwerp University 2005
(Belgium)
Biotechnology Project Management Certificate Harvard Extension 2005
Schooli Massachusetts
Biotechnology Council
(USA)
Short course: Mathematical approaches t{ Certificaie The Jackson Laboratory| 2003
theanalysis of complex phenotypes Bar Harbori n (USA)
Short course: Bayesian hierarchical Certificake Universitat Freiburg 2002
modelling using WinBUGS, IBConf (Germany)
Interculturele Communicatietraining Universiteit Hasselt 2001
Advances in populatiebased studies of | Certificae Erasmus Medical Centre| 2001
complex genetic disorders Rotterdam (the
Netherlands)
Course: module 2: Binformatics Certificake ICES University Ghent |2001
(Belgium)
Course: module 1: Binformatics Certificate ICES University Ghent | 2001
(Belgium)
WECOM: training in scientific Certificate Limburg University 2001
communication: written communication Centre Hasselt
(Belgium)
WECOM: training in scientific Certificate Limburg University 2001
communication: oral communication Centre
(Belgium)
Advances in populatiehased studies of | Certificae Erasmus Medical Centrel 2001
complex genetic disorders Rotterdam (the
Netherlands)
Course: Handling Noiesponse Certificate ESRC university 2000
Southampton (United
Kingdom)
Workshop: Statistical Inference Certificate University Hasselt 2000
(Belgium)
Workshop: Sensitivity analysis for Certificate Biostatistical center de | 2000
incomplete data K.U.Leuven, LUC et
university Gent (Belgium
Workshop: Statistical analysis of discrete | Certificae Institut fir Statistik 2000
structures Munich (Germany)
Multivariate Statistics in Practice Certificate GroningenUniversity 1997
(the Netherlands)
Computerintensive Methods in Statistics; | 18/20 Hasselt University 1997

Density Estimation, Smoothing in S+

Belgium)
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Detailed information

1 During the period 1997999 the emphasis lies on gainingdepth scientific
biostatistics knowledge. Persistent training is necessary to surpass a simple
executive function as a biostatistician. It enables me to closely follow the trepds
and evolutions inmy discipline and to carry out creative and innovative
scientific work.

1 This resulted, from 2000 onwards, in a period ofistlfdy. | am feeling
scientifically wellprepared to successfully start methodological research |in
biostatistics. Intense focusitivn this discipline has the risk of becoming
alienated with other disciplines. That is why | choose for a doctoral training
beyond the frontiers of pure statistics. For theafantioned reason | also take
training in scientific communication.

1 The inviation to work at the Harvard School of Public He§&0032005) as a
postdoctoral fellow allows me to make most of my chances to expand my waerk
area. The vivid team spirit, the scientific discussiansl enriched personal
scientific researchled to apublication in Nature Genetics, despite the
methodological nature of its content At Harvard | also get the opportunity to
expand my knowledge in nestatistics disciplines: biotechnology project
management.

1 From 2006 onwards, the emphasis temporarilypisxploring and mapping new
trends and evolutions in Europegarding statistical genetichis focus, rather
than carrying out pure methodological reseatthe fullestjs due to my 50%
commitment as a project manager for the Ghent University to tinepEan
Network of Excellence GAEN (www.ga2len.com) up until the end of 2007.

1 The year2008 is the start of a bioinformatics tenure track position at the
University of Liege. As the only statistician at the department of Electrigal
Engineering and Compert Science (Montefiore Institytd formulate the
mission to introduce statisticalgenetice n t he resear ch ujni
Mo d e | landntg &tart up a multi-disciplinary group that can make
significant contributions to disentangle the genetidsunhancomplex diseases
herebydeveloping ahink tank for systems genetics and systems medicine
Efforts focus on becoming tenured in 2011 (which | achigved

1 Because of the desired permanent position, courses followed during2@008
are restricted t@ourses related to academic teachicfg. (FRES training and
certificate3. These courses supplemented pasttensive WECOM
(wetenschappelijke communicatig¢training | hadalreadytaken in 2001.
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Part Ill: Knowledge and competenes in a professional corext

| 11.1. My curriculum

Overview:
Identification Start End Position Full . time/
employer part-time %
University of Liége i Director of GIGA R
GIGA-R y g 1/1/2016 152/2018 Medical Genomics
thematic research unit
University of Liége 1/10/2015 30/9/20B WELBIO researcher 50% (research)
Director of Systems
University of Liége i Biology and Chemical
GIGAR 1/1/2014 31/12/2015 Biology (SB&CB)
thematic research unit
g“"’ters't% OfElL'e?? 'l 1/1/2008 31/12/2010 Assistant professor
ept o ectrical 1 1/1/2011 31/12/2016 Associate professor 100
Engineering and 1/1/2017 Prof
Computer Science i roressor
Catholic University of | ;/c1500g 20/4/2018 (honorary) guest
Leuven 1 Dept of professor 10
Human Genetics 1/10/2016 30/9/2021 Professor poogleraan)
Ghent Universityi Dept 1/10/2008 30/9/2020 (honorary) guest 5
of Medical Genetics professor
Ghent Universityi Dept 1/2/2008 30/9/2011 (honorary) post | 10
ORL doctoral researcher
Univeritair Ziekenhuis Postdoctoral scientific
UZ Ghent: researcher (statug
o | 1/1/2006 31/12/2007 expert) 1 Project| 50
De Pintelaan 185, 5BZ Manager GA2LEN
9000 Ghent Ghent University
Ghent Universityi Dept
of applied mathematic| 1/1/2006 31/12/2007 Guest Professor 50
and computer science
StepGen cvba 26/1/2006 31/1/2010 Co-founder and
scientific director
Postdoctoral scientific
Ghent Universityi FP6 collaborator i  Project
project GA2LEN 15/6/2005 31/12/2005 Manager GA2LEN 100
Ghent University
Hasselt University - (honorary)  scientific
Censtat 1/9/2003 31/12/2007 collaborator
Harvard School of
Public Healthi Postdoctoral fellow
Department of 5/5/2003 31/5/2005 researcher on statistici 100
Biostatistics, genetics
Boston MA 02115, USA
Hasselt University (LUQ 49,1999 31/5/2003 Postdoctoral researchel 100
i Censtat)
Hasselt University (LUQ) 1 /5/1 999 31/8/1999 Scientific researcher | 100
I Censtat)
E.O.R.T.C (Quality of
Life Unit) 7 Avenue o
Mounier 83, 1200 16/11/1998 15/5/1999 Fdlow statistician 100
Brussel
. . 1/9/1994 31/1/1998 . 100
Ghent University 1/2/1992 31/8/1994 Assistant Geometry 50
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[ll.2. Situating the most important evolutions in my knowledge acquisition related to
professional activities mentioned in 111.1.

a) Know-how 1:Logical thinking

Research topics in mathematics included:

Affine and Euclidean building theory
Finite geometry

Trees

(Algebraic) Topology

Conclusions in these dmins are the result of pure reasoning, starting from a set of
basic assumptions. My acadiemactivities as a researcher in fundamental
mathematics (from 1/9/1994 to 31/1/1998) mark a period of further development in

logical and structural thinking.

Overview 3rd cycle educational trainiingrientation Mathematics:

TrainingULBrusse| 10 1996 (3 lectures):

Training RGhent University, 19995 (7 lectures).

D(iscretg A(lgebra and)G(eometry)i days (19931995).

3rd cyclus NFWO, KUEGhent University: Linear algebraic groups (1992
1993).

3rd Cyclus: Buildings UL/Brussel (1991093).

1 SommerschuleéGebaudeBielefeld University (Germar)yB-15 September
1991.

= =4 -4 =4

ReferencéMathematics

Prof Dr H Van Maldeghem

Vakgroep Zuivere Wiskunde en Computeralgebra
Ghent University

Galglaan 2

B-9000 Ghent

E-Mail: hvm@cage.ugent.be

b) Know-how 2: Biostatistics

Research topics in biostatistics include:

During and after my Master training in Biostatistics, | developed interst in the topics:

Coarsening

Complex data structures

Genetic epidemiology

Local influence

Missing data mechanisms and handling
Multicollinearity

Multiple testing
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Multivariate modeling
Quality of life data
Statistical genetics

Overview 3rd cycle educational trainin@rientation Life Sciences:

1 ICES Course bianformatics.

Module 1: Ghent University 20 SeptembeQ&ober and 11 October 2001.

Module 2: Ghent University 26 September, 18 October and 25 October 2001.

Inference for mixed populations KULeuven-12 July 2001.

Course: Advances in populatidrased studies of complex genetic disorders,

Erasmus Medical CemrRotterdam (The Netherlands)-26 March 2001.

Course on fHaspgomnngo NoBo uid9MayRddd. on ( UK)

Course Medical Biology, Hasselt University, February 2000.

Course Survey Methodology, Hasselt University, Jant&afyruary 2000.

SAS coursen data step programming and macro writing (P. Meyvisch)

EORTC 29 March 1 April 1999.

1 Course: Multivariate Statistics in Practice, Groningen University (The
Netherlands) 227 November 1997.

1 Course: computerintensieve methods in statistics (S+ envirdphasselt
University, 1997.

= =

= —a —a -1

Reference Biostatistics

Prof. Dr. Andreas Ziegler

Institut fuer Medizinische Biometrie und Statistik
Universitaet zu Luebeck

Ratzeburger Allee 160

23538 Luebeck

Germany

E-Mail: ziegler@imbs.mduebeck.de

c) Know-how 3: Statistical genetics

Research topics in statistical genetics include

Components analyseénd dimensionality reduction techniques
Data fusion

Data integration

Family-Based Association Testing
Geneenvironment interactions

Genegene interactins and interaction graphs
Genetic heterogeneity

Genomewide association analysis

Integrative analysis

Integromics

Kinship and genomic background

Multifactor Dimensionality Reduction strategies
Multi-locus or combined group approaches
Noisy or erroneousala handling

Omics metaanalysis
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Phenocopies

Population stratification

Predictive disease models

Prescreening algorithms and approaches
Simultaneous signficicance assessment
Wi nnerds curse

Overview 3rd cycle educational trainin@rientation LifeSciences:

1 Webext r ai ni ng OApproaches Mapo20ldi cr obi ome
1 Workshop:Statistical analysis of genetic data in families, Leuven, Belgium,
11-15 August 2008.
7 FAMHAP, Bonn, Germany,-6 June 2008.
1 Good practice in DNA microarray analysis, Mcimj Germany, 2@9

November 2007.

1 37th International training workshop on the use of GelCompar Il and

Bionumerics, SinMartensLatem, Belgium, 226 September 2006.

1 S.A.G.E. course: statistical analysis for genetic epidemiology; Department of

Cardiovascudr Diseases KUL, Belgium, 120 July 2006.

1 SAS JMP genetics course; Department of cardiovascular diseases KUL,

Belgium, 2122 July 2006.

1 Erasmus Summer Program at Erasmus Medical Centre Rotterdam (The

Netherlands) -25 augustus 2006:

- Genetic epidemiologyfa@omplex diseases (Cornelia Van Duiijierasmus
MC Rotterdam, The Netherlands / Bertram Mdilléviax Planck Institute
Munich, Germany).

- Introduction to genomics and bioinformatics (Cornelia Van Duijn
Erasmus MC Rotterdam, The Netherlands).

- Searching gess of complex disorders (Ben Oostrerasmus MC, André
Uitterlindeni Erasmus MC.

1 Course BarHarbor-25 Oct ober 2003 fAiShort course
approachestothe analysis compl ex phenotypeso , wi

- Complex trait analysis (Gary Churchill, The Jackson Laboratory) /
Introduction to QTL mapping in model organisms (Karl Broman, Johns
Hopkins University).

- A missing data perspective on QTL mappiBgnek Sen, University of
California, San Fransisco).

- Introduction to human genetic linkage (Josee Dupuis, Genome
Therapeutics Corporation).

- Issues in contemporary human genetic analysis: haplotype maps,
bioinformatics tools, and novel statistical toolsgihblas Schork,

Univerisity of California, San Diego).

- Experimental design for cDNA microarrays (Gary Churchill, The Jackson
Laboratory).

- Gene expression with signature sequencing (Natalie Blades, The Jackson
Laboratory).

- ANOVA methods for microarray anais (Gary Churchill, The Jackson
Laboratory) / Analysis of microarray time course data (Christina
Kendziorski, University of Wisconsin).

- Bioinformatics resources for complex traits (Carol Bult, The Jackson
Laboratory).
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Reference Statistical Geneticddprecision Medicine

Prof Dr N Laird (emeritus)
Department of Biostatistics

655 Huntington Avenue
Building Il 4th Floor, Room 447
Boston, MA 02115

USA

E-Mail: laird@hsph.harvard.edu

Prof Dr EK Silverman

Brigham and Women's Hospital

Department of Medicine

Channing Division of Network Medicine

75 Francis Street

Boston, MA 02115USA

E-Mail: ed.silverman@channing.harvard.edu

Fundamental research at Montefiore (2008

Details: 111.3. Activities related to professional knowledge acquisition (other
than education)

Fundamental research at Harvard (22085):

Harvard School of Public Health, department of Biostatistics, BaddnUSA :

start: 05/05/2003
end: 31/05/2005
purpose postdoctoral fellow researcher on statistical genetics

My tasks involved fundamental research. | was a member of several work groups
to expand my knovhow:

Computing Work Group
EnvironmentalStatistics
Geneenvironment Interactions
Psychiatric Biostatistics
Longitudinal Data Working Group
HIV Working Group

= =& —a —a -—a _—a

The Channing Seminar Series (organizer: Channing Laboratories at Harvard
Medical School) were invaluable to translptactical problems into research ideds.
These topics have largely determined my current activities as an advispr or
researcher.
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Research domains (2098

During 20062007, | mainly focused on continued researcAstnma and\llergies

with Harvard (School of Public Health and Channing Laboratories) and partners of

the European FP6 network GA2LEN. My position in the project management
me the opportumt t o expl ore the scientific
Within 4 yearsafter occupying the bioinformatics tenure track position at,UL

gives
ngen
¢

assemblead group of three postoctoral students at ULg, two PhD students at ULg,

a PhD student esupervised aGhent University, a PhD student-sapervised a
the Catholic University of Louvain, a PhD studentstpervised with CNIC
(Madrid, Spain) / ULg
From 201 onwardsand in parallel to the initial research line on epistasis, a se
line of research emeeg, now in the field ofintegromice® (i . e . ,
integration) Since 204, a third line of research is launched on patient subty
and molecular reclassification, towards personalized/stratified medicine

Large-scale
~. detection of

! interactions Systems
N Genetics:

l Integromics

~

Systems Medicine:
Omics-stratified
samples

THINK TANK

In 2013 | decided to formallgefer tomy groupasii B | QOr3avderto better reflect
that ourresearch and offered trainimgtivities are situatedt the intersection of
Biostatistics, Biomedicine and Bioinformatics and toincrease visibility and
transparency (http://bio3.giga.ulg.ac.bej.

Currently, BIO3 is part of GIGAR (http://www.giga.uliege.be from which BIO3
steers training, research and consult. | have been appointed director ofRG
Systems Biologyand Chemical Biology (1/1/20131/12/2015) and of GIGR

cond
Oomi C ¢
Ding

GA

Medical Genomics (1/1/201631/12/2020), giving me the opportunity to reach put

to external institutes, including the Maastricht Centre for Systems Bic
(MaCSBiIo), towards developing a joint gramme inSystems Health or Health
Systemics

Throughoutgreat care is taken in maintaining my scientifimetwork (see Il1.4.
c)), providing scientific advice to institutions in Belgium and abroad(section

[11.4. b)), and contributing to teaching at basic and advanced levels at ULg and

in institutions in Belgium and abroad (seelll.2. d)).

logy
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d) Know-how 4: Education and development

Teaching experience

1 Teachingcourses in different faculties and even at different ersities is an

important way teshowcase acquirezkpertiseand is ideato spot promising future
interdisciplinaryresearchers.

In particular, in myown areaof systems gemmics/systems mediciné promote
collaborative teaching that involvepushing the boundaries of one's ow
backgroundisciplines. One example is the ULg cour&8BIO0002: Genetics and
Bioinformatics"”, for whichl am the responsible. Whereas analytic aspects
covered by me, genetic aspeatshe coursare covered biProf. Franck Dequiedt
who actsas coteacher.The entire course imeant to bea synergeticinterplay
between botlaspects

During the academic year 202916, | developedeveralnew coursesvhich are
strongly inspired by the principles of 8arningfrom Data". Within each course
students can choose between 2 thematic options.

At the University of Liege (ULQ)

Ac. Year Course code Description (¥) Cycle

2015 GBIO00301 Computational approaches to statitical | 2
genetics, 25h Th, 15h Pr, 35h Pro;.

2015 GBIO003%1 Learning from genomic data, 150h Proj. | 2

2014 GBIO00021® | Genetics and bioinformatics, 30h Th, 30h 1 + 2
Pr

20112012 | MATHO0062- Eléments du calcul des probabilités, 15h| 1

16 Th, 15h Pr

20092012 | MATHO0008-2 Introduction to probability and statistics, | 1
15h Th, 15h Pr

2008 GBIO00091 Topics in bioinformatics, 25h Th, 15h Pr,| 2
35h Proj.

2008 GBIO00151 A tour in genetic epidemiology, 15h Th, | 2
15h Pr, 60h Proj.

20082016 | EPID07541 I ntroduction ° | 0® 2
20h Th, 20h

20082009 | ELENO44%t1 A tour in genetic epidemiology, 15h Th, | 2
15h Pr

20072010 | GBIO000X1 Introduction auwgénie biomédical, 30h Th| 1+2
30h Pr

(*) Th: theory, Pr: practicals, Proj: project
(http://progcours.ulg.ac.be/cocoon/en/enseignant/U205435.html)

(**) Course responsible; etutor: F Dequiedfgenetics components of course)
(***) Shared course responsibility: L Wehenkel and K Van Steen
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Other experience in teaching (advanced):

1

Advanced summer school coursésy fiReducti oni sm and co
the omics erao, and 2) ALiving in a w
Summer School i Giebnroindiicn gMerdei sceianrec h and

[Portoroz, Slovenia, May 2016]

COST Action BM1204 TRAI NI NG SCHOOL AS
|l nteractions/ I nteractomeo jointly org
Statistics and CSCDA2016 [Antwerp, 2016]

Course in Genetic Epidemiology (3ECT)
(UA) [20 hours during spring, since 2013]

Block-course 1.4: Cancer, metdlr syndrome and chronic disease in

AMaster in Systems Biologyo (Maastric
Arts/Pr oj ect 1. 2: Model ling | ife in fAMas
University). Course coordinator: R Wes}far both,co-teachng darts in

20186 curriculum adapts to needs and expectations

Lecture in the advanced cour se nMol e
Di seaseso entitled fAlnteractheons and
Netherlands19 June, 2014

Short cour seommumiScateinand i(corCal and wi
communication, critical reading) at the 1st Marie Curie ITN Machine

Learning for Personalized Medicine Summerschool in Tlbinge,/23

September 2013.
Lecture in the advanced cour se Mol e
Disemeso entitled Al nteracti-wvwdes and Hun
association interaction (GWAI) studie
18 April, 2013

7th SNU BIBS STOM workshop (Statistical Analysis of Omics Data):
i G e n-OWide Association Interaction (GWA) St udi-8omth, Seoul
Korea, 23 February 2013

Lecture inadvancedc our se fA Mol ecul ar Epidemiol og
Entitled ATravelling a worl-2r2@2 i nter
Lecture in short cour se fofcanced e m&OMI CS
epidemi ol ogyo entitled Ao, Spanish Na

(CNIO), Madrid, November 229, 2011

Short course: Genomeide association studies (with-t®acher Andreas
Ziegleri University of Luebeck/Germany)Brazil (Dec 2010).

Short couse: Genggene and gerenvironment interactioris An overview

of methods and available software, UMCG, Groningéme Netherlands (8
May 2009)

Short course: Famitpased designs in genetic association studies, UVic
Spain 30 June, 2008

Short course: FBT/PBAT course in Europe; Institute of Biology, Lilie
France March 3031, 2005

Short course: Using FBAT and PBAT to Analyze FanriBlgsed Association
Studies in Genetics; Harvard School of Public Health (HSPH) Bos#$)
January 2486, 2005

Short course: The Analysis of Family Based Association Studies in Genetics;
Department of Medical Epidemiology and Biostatistics (MEB) Karolinksa
Institutet, Stockholni SwedenMarch 2426, 2004
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Other experience iteaching (noradvanced):

9 Honorary invited teacher for fnGenetic
Epidemiology track at the University of Antwerp (2012-2016)

1 Teacher and responsible for courses in statistics (3rd Bachelor Dentistry;
Medische Statistiek en &hodologie van Onderzoek, Ghent University,
Ghent, Belgium (2002008).

1 University teacher and responsible for Statistical Genetics, Master of
Statistical Data Analysis, Ghent University, Ghent, Belgium (Z2036;

2007-2008).
1 University teacher and/oesponsible for modules in statisticeléBachelor
i n Mathematics; fAKansrekenen en wisku

Ghent, Belgium 2002008).

1 University teaching assignments for different modules in statistiek (Calculus
for Statistics, Multivarige Techniques, Statistical Reading) Master of
Applied Statistics Program Hasselt University, Diepenbeek, Belgium {1999
2002).

9 Assistant for the
anal ytische meet ku
Ghent, Belgium (1993997).

1 Assistant of introductory summer courses for students in civil engineering,
fysics, mathematics and informatics:
University, Ghent, Belgium (1992996).

actical training

pr
nde o,GhddtadJoiveastyor of S

Involvement in PhD thes:

Supervision 09 doctoral students since 20Q8. PhD thesis defense every 2 years)

1 Ahmed Debit(Université de Liege)Tentative title: Integrated statistical
epistasis networks promotor; cepromotor: V Bours (GIGAcancer)i
ongoing(since October 2015)

1 Benjamin Dizier (GSK); Tentative title: Machine Learning &iratified
Cancer Medicine (since September 2014)oped due to move from GSK
to UCB, where he became director of the Experimental Medicine and
Diagnostics Group.

1 Ramouna FouladiUniversité de Liege) ITN Marie Curiefellow; Tentative
title: An -omics integrated flexible framework forteraction analysis
promotor (lefense foreseen 2018

1 Kridsadakorn ChaichoompWniversité de Liege)Title: Capturing fine
scale population structufetowards molecular reclassification of patients
promotor Thesis defended 6 October 2017.

1 Kyrylo Bessonov (Université de Liegdjitle: From statistical to biological
networks via omics integratidnpromotor Thesis defended ahJuly 2016

1 Francgois Van Lishout (Université de Liege); Titlan efficient and flexible
software tool for genomeide assciation interaction studiégpromotor;
co-promotor: L Wehenkel Thesis defended on 14 June 2016.

1 Silvia Pineda (CNIO, Madrid, SpairUniversité de Liege)Title: Statistical
approaches for the integration of ‘omics' and epidemiological data. An
applicdion to bladder cancérpromotorin co-promotorship withCNIO,
Madrid, Spain Thesis defended on 27 October 2015.

1 Jestinah Mahachie (Université de Liége); Ti@&nomic association
screening methodology for highly dimensional and complex data struetures
detecting rorder interaction$ promotor.Thesis defended on 20 December
December 2012.
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1 Jeroen Huyghe (Universiteit Antwerpeii)tle: Identification of genes
contributing to human complex diseases and traits in the genetically isolated
Saami and thgeneral European populatieo-promotor Thesis defended
on 6 April 2011.

Expert consultant fot2 doctoral students since 2004

1 Erwin Dreezen (Laboratory for Pharmaceutical Biology KULeuven); tentive
title: Integrating disease progressimodeling and population based
pharmacokinetics to refine the optimal therapeutic window and stratify
dosing of biopharmaceuticals used to treat inflammatory bowel disease
patients(start date: 2014)

1 Iris Detrez (Laboratory for Pharmaceutical Biology KUken); tentative
title: Development, validation and clinical application of assas in order to
perform blood concentration measurements of biologstalt date: 2013)

1 Gaélle Pillault (Laboratory for Pharmaceutical Biology KULeuven);
tentative title Pharmaokinetic/Pharmacodynamic modelling of ahhlF
therapeuticsstart date2013).

1 Sylviane De Viron (VIVVISP);tentative title Public health genomics and
smokingdngoing(start date: 2012).

1 Lize Bollen(Laboratory for Pharmaceutical Biology KULeuvetentative
title: venous thromboembolisroctoral thesis defended in 2015

1 Christine Breynaert{ULeuven); Topic: Tolaribility of altered infliximab
i nfusion ti mes DbctoralGhesislefeted in2Dl4.s e a s e .

9 Marie Joossens (KULeuven); Topic: Gut
disease. Doctoral thesis defended in 2010.

1 Ingrid Arijs (KULeuven); Topic: micrearray analyses of Crohn patients
prior to and after therapjpoctoral thesis defended 2910.

1 Lizzy De Lobel (UGent); TopicAlternative methods to detect gegene
interactions (start date: 2008)

1 Peter Konings (KULeuven);opic: Statistical and machine learning methods
for genetypephenotype correlation and association studies of copy number
variations (start date2008).

1 Marieke Pierik (KULeuven); Topic: Susceptibility to inflammatory bowel
diseases and pharmacogenetic predictors of treatment outcome in the
Flemish populationDoctoral thesis defended 2006.

1 Olga Bijnens (Hasselt Universit); Topic: Het gebruik van cycloongas en
staal grit bij de Ain situo i mmobilisa
een statistische benaderimpctoral thesis defended 2006.

Member of thé’hD thesis jury of & students (since 2008)

1 Yuanlong (INSERM, Paris, France); Topic: Development of netvaded
anal ysis methods with application to
Thesis defended in November, 2017

1 Iryna Nikolayeva (InstituPasteur, Paris, France); Topic: Network and
machine learning approaches to dengue omics @ih&sis defended in
October, 2017.

1 Harland Chad Simeon (ULg);0pic: Mutation and recombination in the
cattle gerrdine : genome analysis and impact fewiliThesis defended in
September2017.

9 Sarah Daakour (ULg);dpic: Perturbations of interactome networks in acute
lymphoblastic leukemia: identification of EXT tumor suppressor as a
Notch pathway regulator. Thesis defended in March, 2016.
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1 Bryan Guillaume (UMMaastricht, Netherlands/ Ulg); Title: Improving
Group Inference for fMRI Clinical Trials with Task or TaBkee Designs.
President of the jury. Thesis defended in September, 2015.

1 Wanbo Li (ULg); Topic:Studying the genetics of Mendelian asamplex
traits with highthroughput genotyping and sequencing in cattle. Thesis
defended in April 2015.

1 Laura Grange (Institut Pasteur, Paris, France); Topic: Epistasis in genetic
susceptibility to infectious diseases: methods comparison and developments,
application to severe dengue susceptibility in A$izesis defended in July
2014

1 Anne Collard (ULg), Topic: Tr ai tement statistique ¢
des espaces non | i n®eicélébraledetenseusdel i c at
diffusion. Thesis diended in Septemb&013.

1 Vincent Botta (ULg); Topic:Apprentissage automatique appliqué a la
génomique Thesis defended in Novemlz(13.

1 Marenne Gaélle (CNIO, Madrid, Spain); Topic: Statistical methods to
combine SNP and CNV information in gencmigle assciation studies: an
application to bladder cancérhesis defended iBeptembe2012.

1 SeptemberNovembéirangois Schnitzler (ULg); Topic: Mixtures of Tree
Structured Probabilistic Graphical Models for Density Estimation in High
Dimensional Spacedhesisdefended irSeptembr2012

1 Van Anh HuynhThu (ULQ); Topic: Machine learningased feature ranking:
Statistical interpretation and gene network inferefitesis defended in
Jaruary2012

1 Carolien Bettens (Antwerp University); Topic: The genetic architeatire
of Alzheimer disease: in search of risk factors. Thesis defended in
October 2010

1 Hugues Aschard (INSERM, France; étudiant de Florence Denyehajsc:
Analyses multimarqueurs et mulphénotypes dans les études génétiques
des maladies multifactoriellése x e mpl e de | 6ast hme dans
Thesis defended in Decem2609.

1 Michel Journée (ULQ); Topic: Geometric algorithms for componentyaisal
with a view to gene expression data analysidu{@e2009).

1 Erik Quaeghebeur (UGent, Belgium; étudiant de Gert de Cooman); Topic:
Learning from samples using coherent lower previsénseren uit
monsters met coherente onderprevisiggesis defendeid January2009.

Member of the thes{progress)committee 08 doctoral students (since 2008)

1 Arnaud Lavergne (ULg); Topic: Analyse du transcriptome des cellules
pancréatiques et des genes régulés par Paz8asheertébrés. PhD student
of Bernard Peers (start 2014)

1 Alice Desbuleux (ULg); TopicTowards a better understanding of genotype
phenotype relationships using networks bioldglyD thesis committee of
student in Marc Vidal 0s -Claade TWizBre st on) .
(stat 2014).

1 Iryna NikolayevaiTopic: Integrative network analysis of dengue genome
wide association studieBhD Thesis Advisory Committee member at
Institut Pasteur, Paris, France (start: 801

1 Wenric Stéphane (ULgSciences biomédicales@tarmaceutiquds
Topic: Integrated multomics analysis of human cancstaft 2013.

1 Gaélle Marenne (CNIO, Madrid, Spain); Topic: Statistical methods to
combine SNP and CNV information in genomie association studies: an
application to bladder caac Thesis defended iBeptembe2012.
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1

Wanbo Li (ULQ); Topic:Studying the genetics of Mendelian and complex
traits with highthroughput genotyping and sequencing in cattle. Thesis
defended in April 2015.

Olivier Stern (ULg: Faculté des Sciences Appliqgédlectricite,

électronique et informatique Sc. Ing.); Topic: Intégration de données
génomiques et protéomiques et de banques de connaissances biologiques
pour la découverte de biomarqueurs et la biologie systémique.

Vincent Botta (ULg-Informatique Sience$; Topic:Apprentissage
automatique appliqué a la génomiqiibesis defended in November
November2013.

Member of the ULg committee dAdipl?®*mes

1

1

Zhiyang Zhang (GIGA, Lieége University); flé: Marker imputation with
low-density marker panels in Holstein cattle (218.0)

Vincent Botta (Ulg);Title: Prédiction du risque génétique par apprentissage
automatique supervisé dans le cadre des maladies complexe(BXB)7

Involvement in master thes:

Promotor orco-promotor d the University of Liegésince 2008)

1
1

Arnaud BlanjeanTentative title Random Jungle for statistical genetics.
Thomas Leyserifentative title Efficient genomewide twolocus epistasis
testing in disease association studies (on ErasmusaBge from ULg to
University of Vic.Promotorat host institution: Malu Calle) (2042011)

Jose RialTentative title Association testing in the presence of ggeae
interactions : MBMDR compared to BOOST (on Erasmus Exchange from
computer science atéiJniversity of A Corufia, in Spain, to ULg) (2610
2011)

Promotor or cepromotor d the University of Antwerp (Belgium)

1

Leen Thielemans; Topic: Integrating existing multiple myeloma data sets to
identify treatmenindependent survival markers and new biological insights.
Master thesis at UA, Antwerpen, Belgium. In collaboration and under a
confidentiality agreement with Jssen Research & Development Oncology
Biomarkers. CePhD advisor: Tine Casneuf from Janssen Research &
Development, Belgium (2012015)

Promotor or cepromotor d Hasselt University (Belgium)Master of Science in
Biostatistics

1

Marc Joiret; Topic: Thenhpact of Correlated Genetic Markers on Large
scale DNAbased Gen&ene Interaction Studiésinternship of student at
BIO3. UH responsible: Ziv Skhedy (20:2D18).

Samuel Kawa; Topic: The effects of linkage disequilibrium in egeree
interaction studigsinternship of student &103. UH responsible: Herbert
Thijs (20142015)

Dominik Grathwohl; Topic: A ModeBased 40 to 1 Algorithm in
Microarray Analysis. Thesis defended in 2002.

Chris Muller; Topic: The EigenApples Approach. Thesis defended in 2002.
Mbah Alfred Kubong; Topic: Growth of Dutch PKU Patients. Thesis
defended in 2002.
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Promotor or cepromotor d Hasselt University Master of Science in Applied
Statistics

1 He Liang; Topic: Dealing with Discreteness: Confidence Intervals for
Difference in Prportions. Thesis defended in 2002.

1 Petra Goyens; Topic: Evolution and Effect of Trans Fatty Acids during
Pregnancy. Thesis defended in 2002.

1 Valerie Poulart; Topic: Checking for proportional hazards assumption in
survival studies. Thesis defended in 2002.

1 Maarten Borremans; Topic: The comparison of DNA sequences using a
Mahalanobigype distance measure: a sensitivity analysis? Thesis defended
in 2001.

1 Nahson Sigalla; Topic: Sampling Schemes for Large Units{pervisor).
Thesis defended in 2001.

1 Anthony Gichangi; Topic: Missing data in the health interview survey 1997.
Thesis defended in 2000.

Jury memberat the University of Liegenot promotor (since 2008)

1 Geoffrey Salvoni Topic: Multivariate statistics for the joint analysis of
quantitative maps (2017018)

1 Quentin Garnier; Topic : Apprentissage sure des paigggplicationen
bioinformatique (20142015)

1 Liliane La; Topic: Analysis of local field potentials recorded in rats during
drug selfadministration (2014£2015)

1 Lionel Perpéte; Topic: Inférence de régulations génétiques différenciéespar
apprentissage automatique (2€ARL4)

1 Loic Joine; Topic: Integration and validation of a wireless ECG on a
cardiovascular ultrasound system (2217.3)

1 Thomas Wehenkel; Topic: Inférencentextuelle de réseau de régulation
génétique par apprentissage automatique (2013)

1 Antonio Suterg Topic: Characterization of variable importance measures
derived from decision trees (202P13)

1 Marc Stroykov, Topic: Prise en compte detfaopol ogi e pour | 61 |
supervisée de graphes (264@13)

1 JeanYves Nicolas; Topic: Identification de signatures multiples par
ensemble d'arbres de décision (2@001)

1 Arnaud Joly; Topic: Amélioration des foréts aléatoires dans le cadre de
problemes ares haute dimensioithesis defended in 2042011

9 S®bastien Roland; Topic: Prioritisat:
decision (2002010)

1 Aline Serteyn; Topic: Wearable ECG@Gonitor for realtime epileptic seizure
detection (20022010)

1 Stéphane Whric; Topic: Complétion du réseau OMIM par apprentissage
automatique (2002010)

1 Francgois Ghilain; Topic: Algorithmes de réduction de données
transcriptomiques temporelles (262809)

Stimulating ERASMUS (Lifelong Learning programme) collaborations and student
exchanges:

ERASMUS
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1 Participatingin « Programa de Doctorado de Epidemiologia y Salud Publica
de la Comunitad de Madrid coordinado por la Universitad de Alcata
collaboration with Nuria Malats, CNIO Madrid, Spair{signed in January
2014)

1 Initiative taker of« Conventions bilaterals between UPC and Ulg for 2008
2013 (signed in 2009).

1 Initiative takeri Co n v e nt i o»nbstween Uniaersityrofavic and Ulg
for 20082013(signed in 2009

DREAM

was i

nvol ved i

t he

ADREAMO

project

and students the opportunity to experience life at ULg (ZTAB). Under the
supervision of their teacher, students at the age ef91@ears can have an
wiwi h n®@ sSBEDREAMe

encounter

exchange

of

2 hours and can take place at the school of the students or at the work floor of the
DREAM witness.More information atvww.dreamday.be.

Fostering international student exchanges

Who Position From To Status*
Milka Grk PhD-student | Institute of BIO3 ULg (service | Under negotiatioii
Human de K Van Steen), Topic to be determined
Genetics, Belgium
Begrade
PhD-student | University of BIO3 ULg (service | Under negotiatioii
Hong Kong de K Van Steen), Topic: robust epistasis
(Maggie Wang) | Belgium detection
Phdstudent SNU, South BIO3 Ulg (service | Under negotiation
Korea (Taesng | de K Van Steen), Topic: Creating a GPU
Park) Belgium version of MBMDR
Postdoc Univerity of BIO3 Ulg (service | Under negotiation
student in Gottingen (H de K Van Steen), Topic: Kernels for
statistics Bickebdller) Belgium integrating largescale
omics data
Marc Joiret Master student| University of BIO3 Ulg (service | OK (2017)- Finished
Hasselt (Z de K Van $een),
Skhedy) Belgium
Mélanie Phdstudent UC3 Madrid BIO3 ULg (service | OK (Mayi June2016
Fernandez Pradie (Fernando de K Van Steen), Stochastic modeling
PerezCruz) Belgium and graphical models

for the analysis and
prediction of phenotype
interactiond Indian
buffetsi Marie Curie
ITN MLPM
secondment
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Cristébal Esteban Phdstudent Siemens BIO3 ULg (service | OK (September
Germany de K Van Steen), December 2015
(Volker Tresp) | Belgium Marie Curie ITN
MLPM secondment on
Learning Decision
Support for
Personalized Medicine
Menno Witteveen| PhD student | ETH Zurich, BIO3 ULg (service | OK (2014)i short stay
Karten de K Van Steen), in November 2014

Borgwardt lab

Belgium

OK (April -June 201pb
Marie Curie ITN
MLPM secondment:

K Bessonov Phd Student | BIO3 ULg Institut Pasteur, OK (in 2014+ 20157
(service de K Paris, France Topic:
Van Steen), (Anavaj Cis-trans epistasis
Belgium Sakuntabhai) accountance in

integrated networks

R Fouladi PhD student | BIO3 ULg Mines ParisTech {J| OK (2014)Kernels for
(service de K Ph Vert) sequence analysis
Van Steen), (Marie CurielTN
Belgium MLPM secondment

Pharmatics (Felix
Agakov)

(OK (May-June2019 i
secondment Marie
Curie ITN MLPM

Samwel Kawa

Master student

University of

BIO3 Ulg (service

OK (2014)i Finished

Hasselt (H de K Van Steen),
Thijs) Belgium
Silvia Pineda PhD student | CNIO, Madrid, | BIO3 Ulg (service | OK (2014)i Finished
(cotutellea Spain de K Van Steen),
Belgium
Iryna Nikolayeva | PhD student | Institut Pasteur, | BIO3 Ulg (service | OK (2014)- Finished
France (A de K Van Steen),
Sakubanthai) Belgium
F Gadaleta Postdoc BIO3 Ulg Univerity of OK (2014) Topic:
(service d&K Gottingen (H Speeding up kernel
Van Steen), Bickebdller) methods for GWAs
Belgium
INTEGROMICS, OK (2014} Finished
company in Spain
Carl Johann PhD student | Max Planck, BIO3 ULg (service | OK (2014)- Finished
SimonGabriel Marie Curie Tldbingen, de K Van Steen),
Germany Belgium
(Karsten
Borgwardt)
K Chaichoompu | PhD student | BIO3 Ulg Institut Pasteur, OK (2014)i Finished
(service de K France (A
Sakubanthai)
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Van Steen),

Belgium IPATIMUP, Under negotiation
Portugal (Luisa Topic: Epigenetics to
Peeira) explain population
stratification

Laura Grange

PhD student | Institut Pasteur, | BIO3 Ulg (service | OK (2014)- Finished
Paris, France (A de K Van Steen),
Sakubanthai) | Belgium

E Gusareva Postdoc BIO3 ULg INSERM genetic OK (2014)- Finished
(service de K epidmiology unit,
Van Steen), France (F Demenais
Belgium

F Van Lishout PhD Student | BIO3 ULg DarthmouthGeisel | OK (2013)- Finished
(service de K School of Medicine,
Van Steen), USA (J Moore)
Belgium

* Several former members of BIO3 are stillofficial honorary collaborator to the group (agreement via legal
office). This allows them to further continue their activities, includingcontributing to initiated projects or
pursue further training in systems genetics or systems medicinExamples of such members: Fentaw
Abegaz, Elena Gusareudstinah Machachie John, Kris&choompu, Kirill Bessonov. For the BIO3 team
composition, see Sectidh.3 . a)).

**OK = formal arrangement made exchange already took place

Realization of supervised sdafudy and development of didactical tools:

During my professional activities | have been giving both basic and specialized
courses. Seltudy became increasingly important. This explains my search for
alternative educatmmal tools that stimulate sestudy,andsimultaneously

allow for fast detection of problems aimdplementation of remedial measure

| have had a shared responsibility in work package WP 1.1. of the Global Allergy
and Asthma European Network GA2LEN with the Charité (Germaniy)
particular for the part oelearning and etesting In order b create an extensive
compendium of useful matial, | worked out new goals for the 4th work year of
GAZ2LEN on elearning and #esting and created the basis for an Instructional
Design template to be used for pead postesting knowledge during future
GA2LEN Allergy Schools. A reflection of aforesntioned activities is

hi ghlighted in the ptuebslitiicnagtd oinn AGEAIAILcEAN

Spreading excellence in allergy and asthma, nr 10, devoted to
ACreating excellence through educat:i
(http://Iwww.GA2LEN.net//files_newlfilesPublieublication_ GA2LEN%20Ne
ws10.pdf).

St ud e n t FodetherevithrProf B Nlller-Myhsok (Max Planck Institute,
Munich), I have beeractinga s st udent sdé dean in the
Networks (ITN) MLPMITN-2012 call (Call: FPAPEOPLE2012ITN). Tasks
included: i) giving the students a voice in the ITN supervisory board (besides the
student representative), in particular on theliguaf training by research and

by summer schools in the ITN, ii) monitor that all partners commit to equal
opportunity (e.g., in gender questions) and adequate working conditions for the
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ESRs and iii) act as mediator in cases when controversies betuvesor aPhD
committee and ESR arise.

1 Basedon my experience iGA2LEN a n dlearingfromDatad (a pr ogr a mi
in ProblemBased Learning | was asked to work out at the Hasselt University
for the Masters Programmes in Applied Statistics/BiostatiaiidsPrd. Herman
Callaert,in close collaboration with an expert group in Maastjidiworked out
an exciting highguality training programme within the new consortium
ATranSYSOo I c2@h7Ted AT man2S0Y1SES : a new
coordinated by me, within MS&ITN-2018.

Referencé&ducation:

Prof Dr J A Thas

Vakgroep Fundamentele en Computergerichte Wiskunde
Ghent University

Galglaan 2 B3000 Ghent

E-Mail: jat@cage.ugent.be

Reference Hearning for GALEN:

Prof Dr T Zuberbier

Charité- Universitatsmedizin Berlin

Klinik fir Dermatologie, Venerologie und Allergologie
Charitéplatz 1

D - 10117 Berlin

E-Mail: torsten.zuberbier@charite.de

Participation in committees and working groups with respect to education:

1 Training Advisor to the 2018 ITN MLFPM : responsible for all issues related
to the training in the network. She monitors the quality and transparency of the
recruitment process, as well as the organisation and the quality of joint training
events (in particular summer schools ahasing conference). | also see to the
participation of all ESRs in the training events, the completion and updates of
all individual career development plans, and the implementation of the
secondments. If difficulties occur with the organisation or comolucof a
planned secondment, my tasks consists of providing support and proposing
solutions.

1 Consultant for new Graduate Program of GIGA, as member of GIGA Board
of Directors (20172018)[realized via severgrivatebrainstorming discussions
with Mariame Bevova]

1 Member of the initial Study Programme Committee for the Masters in
Systems Biology (organized at the Univerity of Maastricht and accredited
since 20152016). The Committee monitors the quality of education of the
master in Systems Biology andwases the Dean of the Faculty on the Education
and Examination Rules, the Course Catalogue and all other relevant educational
matters, on request or on personal initiative. Also it reviews the course
evaluations and provides febdck to the course andgpect coordinators. The
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Study Programme Committee comprises of the Scientific Programme Director
(FHML), three staff members (UMFHS/ FPN, ULg) and four student members.

Initiator to present a novel type of handson courses in the faculty of

Applied Sciences (ULg) [informatics, bioinformatics, biomedicine] in the
spirit of iNrCaPrn @ ml &na |IfeRerltoab Inggmds 0 1 nc |l u«c
constructiono, Anet wor kK i nferenceo,
Ai nteraction detect sutin2005sisetup amewseregr at e
of courses offered by the Faculty of Applied Sciences, coordinated by K Van
Steen (e.g., GBIO0030, GBIO0031).

Co-brainstormer during the development phase of a novel Master in Global
Health in Flanders (contact: Niel Hens, Hasselt University)

Initiator of a task force to introduce novel courses in the faculty of Medicine
(ULg), Public Health, which can serve aargtalone courses or can be inserted

as part of existing courses. The courses are organized around 4 components:

Aproblem identificationo, fidata coll ec
appropriate analytic toolhekoursesaavaahy si s
range o f anal ytic tool s, varying fro
anal ysiso. Contact person: Olivier Bru
Participation in fAEducation Conferenc:eé
ALeren in hoorcol | ege sartnerk gprofessbien & Ge s |

studenteno [motivation: brainstorm abo
of teaching in front of large groups of students]

External consulent for Bioinformatics and Systems Biology (coordinated by R
Westrai Unversity Maastribt, the Netherlands) to compose the programme
content (2012

Task force group to reorganize Probability / Statistics / Stochastics in the
Bachelors of the Engineering curriculum (2€2012)

Work group to create a new fiMasters 1in
(responsible for programme iitem AGene
activities: 2010; Accepted start of Masters Programme: academic year 2012

2013

Initiator of Educational WorlkGroup between the University of Maastricht (R

Westra) and the University of Liege concerning giving gilexstires within the
corresponding existing bioinformatics programs and beyond. Practical start:
academic year 2012011

Secretary of Educational BoardBiomedical Civil Engineering (Ulg; 2008

Member of AIM, Association des Ingénieurs de Montefiore (2008

Learning from data project: coordination of practical implementation, Hasselt
university in close collaboration with University of Maastrj¢the Netherlands

(2002

e) Know-how 5: Communication and knowledge dissemination

Dissemination of research and science

1
1
1

Via involvement in GALEN, in particular WP 1.1

Via research activities

Via involvement in BioScopél, a FlandersBiés Bioinformatics Service

Project to reduce the gap between Flemish biotech companies to implement
bioinformatics applications.

25/150


http://www.flandersbio.be/

Press reports of scientific research, targeting asogentific audience

1 "In Utero Smoke Exposure and Impaired Response to Inhaled Corticosteroids
in Childrenwith Asthma."(Ulg REFLEXIONS,February 201

9 N6StepGendohf eaweMaandbl ad Ge)nt Univer
9 AUGent | anceerspinaf eaweTmedd3$che7 April
9 A 6StepGend nieuwe spinoff van de UGen

Technologie Transer, 9 April 2008
9 AStatistical met hod provides unprecede
compl e x Tidappeaed i Blaavard Sabloof Public Health Press
Releases, after an interview by Christina Roache of the HSPH press
department with Dr C Lange and myself.
9 AEen mass a agpearein Knack, Mens & Cultuur 3, n-28, 13-
26 July 2005.This publication was composed ByDraulans on the basis of a
text proposed by myself.

Overview 3rd cycle educational trainiinddrientation Communication

1 Advocacy workshop on developing the basic skills of doing advocacy and
lobbying work (Miriam Stein, lobbyist with Cooperative Mgiaditan
Ministries) Newton (USA 16 May 2005

1 Biotechnology project management, spring term course organised by the
Harvard Extension School and the Massachusetts Biotechnology Council, 2005

1 Inter-university doctoral training: Wecoinorald and written sentific
communication, Hasselt Univéty 2001.

1 Interculturele Communicatietraining, Hasselt University, 8eptember 2001

Referencaiotechnology Project Management

Lydia Harris, MGA,

Co-Chair of the Project Management Committee,
Massachusetts Biotechnology Education Foundation,
Massachusetts Biotechnology Council.

E-Mail: lydia_harris@massbio.org

f) Know-how 6: Creating a culture of innovation

| was aco-founder and the scientificdirector of an SME (20062010) that offers

service in fatistics, in particular in biostatisticstatistical genetics and genetic
epidemiology. Since December 2007, this SME has been acknowledged as an official
spin-off of the Ghent University. In 2008, StepGeralso became an official

icoll aborating centredo to the E&tEdMpean EU

Building upon the expertisscquired in StepGeihobbying activitiesvere set uat ULg
and with Dr Michael Rosslsh from the Singapore Human Genome Ceni¢rese
resulted in a draft business pléhat can serve as a template to createvaspin-off
with two poles, one in Europe and oneAsia The focusis on omics integration for
personalized medicine. The framework envisagesgla-throughput pipeline service
from raw samples toend product, in close collaboration with other service providers
and pharmaceutical companiesOnce global economic stabilityak returned, we
envisage to revise these plans and to implement them.

26/150



9)

h)

In 2014,1 started investigating the possibility patent the methodology behind the
C++ software MB-MDR (contact personAnne-Stéphanie Adibime Ulg). This
software tool was develogan my group and implements most analytic strategies on
epistasis detection that my group worked out and validdted follow-up of these
activities are incorporated as integral part retently obtained WELBIO grants
(DESTInCT and 2DESTInCT).

Also in 2014, | agreed to officially closely follow thEhi-Pod project (convention nr
1217600), as part of the First Sqff program. The project aims tdevelop the
necessary devices and infrastructure to give ownership to patients of their medical
history. Beng able to access this information, at any time, at any place, in several
languagesinay be the difference between life and death in emergency situations. The
project allovedadding on innovative methodologies to analyseisualize the data and
hencecloselyconnecing to ongoingresearch activities in my BIO3 team.

As part of an international collaboration, my team contributed to the statistical analysis
for the identification ofairway diseassubtypes via expired air profilelk 2017, this

led to aEuropean patentapplication (patentef. EP 3 143 930 Al)n collaboration

with the University Hospital of Liege, Pneumologilergology, Prof. Renaud Louis

and Florence SchleiciMethod for the diagnosis of airway disease inflammatory
subtype".In 2018,we also submitted @S patent application(ref. P75696US0).

Know-how 7: Corporate thinking

At an international level have established network of researchers, witkarying
backgrounds, to tackle problems related to ggméronment or gengene interactions
largescale screeningnd systems medicinas well ago assess the impact of biological
and geneti¢integratednetworks to disease development. It is my strong heliel the
belief of those in the virtual network, that these sgfgproblems can only be dealt with
when gears are shifted and when different viewpointsyarergeticallymerged.

In 2010, myvirtual network led to an FP7 consortium COMED (consortammomics

for better medicine) in Européringing together topotch researchers in medicine,
genetic epidemiology, statistical genetics, genomics and bioinformatics. It also led to
severalTransatlantiavorking groups. One such group has beer@areEnvironment
working group to catalogue geravironment detection methods, to identify niches for
future research, and to form subprojects tackling subproblaotwities within this
working groupresulted in amvitedarticlesubmissiorunder my guidancéChallenges

and opportunities in GenorWide Environmental Interaction (GWEI) studies
Another such group is the STRATOMIX working group, dealing with challenges and
opportunities related to omisdratified precision medicine.

Know-how 8: Project management

During my stay in the US | took the Biotechnology Project Management course at the
Harvard Extension School. Whether it is a large or a small project, good management
is a determining factor for its success. The course focused on fydentand
understanding responsibilities, activities and competences that are required for excellent
project management in a biotech environment. Topics included: drug development,
regulatory bodies, project life cycle, group structures and leadershigeprsolving
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techniques, communication skills, project monitoring, project closure. During the course
of my career | have had ample opportunity to bring theory into practice (for instance,
GAZLEN, FPZICT-20096, FPZHEALTH-20092.1.1-3, COMED, )¢

Overview 3rd cycle educational trainin@rientation: Management

FP7 competitive writing, KUL 2009

ERC grant applications, KUL 2009

EU preparatory course (http://wwwt€.be/eu_concours.asg008

Biotechnology project management, spring term copisdly organized by

the Harvard Extension School and the Massachusetts Biotechnology Council,
2005

= =4 =4 =4

Reference

Prof Dr P Van Cauwenbergemeritus)
FormerRector Ghent University
Sint-Pietersnieuwstraat 25

B-9000 Ghent

E-Mail: Paul.VvanCauwenberge@UGent.be
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\ [11.3. Activities related to professional knowledge acquisition (other than education) \

a) Scientific animation in a research group

Life and organization of research B)O3:

Bl O36s spirit

Bl O36s spirit i's templated on the Broa
empowering tfs generation of researchers to:

1 Act nimbly: Encouraging creativity often means moving quickly, and taking
risks on new approaches and struesuthat often defy conventional wisdom
[www.creativityatwork.com].

1 Work boldly : Meeting the biomedical challenges of this generation requires
the capacity to mount projects at any séalérom a single individual to
teams of hundreds of scientists.

1 Share @enly: Seizing scientific opportunities requires creating methods,
tools and massive data sétsand making them available to the entire
scientific community to rapidly accelerate biomedical advancement.

1 Reach globally Biomedicine should address the medical challenges of the
entire world, not just advanced economies, and include scientists in
developing countries as equal partners whose knowledge and experience are
critical to driving progress

Shortterm goals of BIO&re:

Sharing i open policy of sharing within the team

Multitasking 7 do not bet on one horse

Networking - collaborate with those from whom you can learn
Keeping standards highi SOPs, replication

Enhancing team dynamicg conversations, talent review and training

=4 =4 -4 -4 -9
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Composition of BIO3

hD Student Postdoc Year Nationality Background L‘\'f-\lﬁ
08 |09 |10 |11 |12 |13 (14 (15 |16 |17 |18 |19 |20 | 21 22
Vanessa De Wit Belgian Engineering cell and geng Research Fellow at Laboratory for
biotechnology Pharmaceutical Biotechnolog8tientific

Institute of Public Health

Tom Cattaert Belgian Physics, Biostatistics Data Scientist at P9sonsultancy business
consulting business in epidemiology and
pharmacovigilance)

Jestinah Mahachie Zimbabwean Biostatistics EORTC fellow; Johnson & Johnson; Veram

(GSK, J&Jpenior Biostatistician at GCE
Solutions(UK CRO and IT business solutior

provider)
Elena Gusareva Russian Biology, Genetics, Microbial ecologyesearch fellow at SCELC
Cytology (Singapore Center for Environmental Life

Sciences Engineering)

Francois Van Belgian Software engineer Postdoctoral researcher in artificial
Lishout intelligenceat ULgproject manager
Bérbel Maus German Statistics Senior statistician at Medtronig\L- world's

largest medical device company)

Kirill Bessonov Canadian Biochemistry, Bioinformatician and NGS software
Biotechnology, developer/ researcher aPublicHealth
Bioinformatics Agency of Canada

Silvia Pineda Spanish Statistics Postdoc at the University of California, San

Francisco (UCSF)

Francesco Italian Computer engineering, Postdoc Human Genetic KULeuven;
Gadelata Avrtificial intelligence Advanced Analytics Team of
Johnson&Johnson;

Abe Al (APowered Banking Solutions);

Cofounder of fitchain.io the decentralised
machine learning factoryDirector at
Amethix Technologiesmethix.com
(pharmal/finances business solutions using

e.g Al)
Ramouna Fouladi Iranian Electrical engineering Product Analyst at Restorga Centrica
(telecom., biomedical), business solutions company
bioinf.
Kris Thai Computer engineering Postdoctoral staff scientist Max Planck
Chaichoompu Munich
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Benjamin Dizier Belgian Molecular biology, Director of Immunology Translational
Experimental medicine Medicine

and diagnostics at UCRUK/Belgium)

Ahmed Tawfik Egyptian Computer and systems Postdoc atinstitut Pasteui(Parisian world
engineering, computer famous dengue/malaria lab of Anavaj
science Sakuntabhai)

Ahmed Debit Algerian Engineer Informatics,
Bioinformatics and
modelling

Fentaw Abegaz Ethiopian Statistics, Statistical Postdoc researcher at Probability and
genomics Statistics Univ of Groningen

Myriam Nemry (scientist programmer) Belgian Computer science,

Programming

Archana Bhardwaj Indian Bioinformatics, Comput.
biology, Plant biology

Israt Jahan Bangladesh Biostatistics Lecturer at Universitin Bangladesh
Sandra Negro Belgium Biologist, Agricultural
Genomics
Diane Duroux France Statistics and

Bioinformatics

Aldo Camargo Peru Computer Science,
Programming

Junior Ocira Uganda Data science, Biostatistic
Ahmed Tawfik Egypt Computer and systems
engineering,

Bioinformatics

3 3 3 5 6 9 8 9 10 | 7 9 6 5 2 1

*Since 2017, efforts are made to create a another pillar of BIO3 outside ULg, namely at the Center of Human GenetmsvainKI hese efforts mainly focus attracting
top PhD students, visthe instrument MARI1 E S K GOD @WBIKINNOVATIVE TRAINING NETWORKSTETN, and in particular the pr
submitted as coordinator in January 2018

Each member ahy team is involvedn 3-5 projects at a timé& hese projects have components that are unique to the interests ad expertise of the team member,
but also have components that require collaboration with at least one other team nidmabarge number of projects in which my team is involved, imposes
special needs in project management. In praciicthe past have invested in tools such as Wrike to manage all aspects related to projects: internal and external
milestones and deliverable due date, (dependencies) relationships between projects,dJuunrcs r@vailable at any time during the lifetime of the project, when
new funding must be acquired to ensure the maintenance of research themes, etc.
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B | O 3tesgths are the international and interdisciplinary composition of the tean] (see
foregoing table) and having established an environment of openness. Fofming
Abi oi nf or mat ideally cossisting) of atuepss ® team members who have
something tooffer with respect to a) biology, b) informatics and c) statistics, allqws
approaching problems from different angles and enhances the initiation of truly hovel
methods. Obviously, being able to form such subgroups is conditional on the constitution
of theteam. However, it has already shown to be very beneficial in my group BIQ3: it
not only speeds up the project work (e.g., fighebcific language problem camore
rapidly beresolved), buit also helps young researchers to learn how to keep their pwn
identity and how toprofile themselves in an interdisciplinary contexthile still being
surrounded by a comfortable and protective environment.

Creating a critical mass:

Sofar, all of my mentorgrom the pashave told me that establishing a minimal

critical mass of (at least) 1 permanent position in the team is critical for the optimal
functioning of it and in order to be competitive with top institutions. It also ensures
continuity in ted mBcornfs uflotpienrgadt.i oShismc ean
trying to buildup such a critical mass, without success, because of the worsening
economic situatioat my institutionand a shrinking number of available research
positions in the region between 2008 and 2016. Hewdwnave put the following

measures in place to temporarily deal with this problem:

1 After 1 year in BIO3, each pedibc in my group is assigned one or two
managerialtasks Thi s task may relate to ACoN
instance enhancing commication and information exchanges within the

t eam) , ABi g Dat ao, AComputati onal I
management , depending on the the per
Detailed task descriptions ameandavail a

WordPress site.

1 1 have experienced that a team works much more efficiently when there is a
clear structure in the operational functioning of it, so that everyone can take
up his/her responsibility and is aware of good common conduct and general
expet ati ons within Bl O3-automatvtedpusysh
operational functioning, via for instance WordPress and a growing number of
SOPs that are securelyserore¢o whdeh a
member can link.

7 Life at BIO3 is dynamic, and hence all aspects are discussable in the team
at any moment

A genuine weakness in the BIO3 team is that the team does not have a dedicated
technical assistant to take care of issues related to the IT infrastructure or software
managemenifficient problemsolving (e.g., accessing clusters within ULg and
outside ULg, adapting programming code to be applicable to particular computer
environment) largely depends on the availability of IT knowledge at the post
doctoral level. Unavailabilityfathis knowledge in the past has caused huge delays

in producing deliverables in time. The situation llaproved to some exteibly
physically moving to the GIGA premises, which has fostered discussions between
my team and other teams who experience sipilablems and which has opened

up new avenues towards creating sustainable solutighe future
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Research dynamics

Internally, in my groupthe strategy to achieveresearcle | at ed ofind e c
motive, seek opportunity, develop mearts . The strategy 1 s
open atmosphere of fAsharing experti s
at the national and international leweh an extensive number obltaborative
efforts. Research discussiomge heldin vivo or via Skype and alternative web
based platformsuch as GoToMeeting

Group dynamics and feead of novel ideas is accelerated via regular research
meetings within BD3 or at the GIGA:

1 Brainstorming meetings

- These are kept limited to twice a month, max 90 minutes each.

- At the start of each meeting a
takes notes / minutes (electronically). By doing so goelearrs how
to report about topics that are out@fn ecbosmf ort zoneé

- Each team member uses Wordpress posts /presentations to explain in
10 minutes the progress of the past two weeks (incl points out new
posts). This facilitates using Wordpress as a communication channel
and knowledge repository. During half an hour, one team member
explains a particular problem in more detail. This problem is discussed
in the group. The presenter is identified at the previous team meeting.

- Everyone should complete his/her agenda pointkywimng a fixed
template (https://drive.google.com), sent around by a team member,
who will twice a year (in June and in December) move all team
meeting agendads and minutes to
template foresees items related to adminisinat research and
education. Although research meetings will only handle the research
related aspects, the provided items will be used by the Pl to take further
actions regarding educational or administrative issues. Each research
team meeting will enevith a 10 minutes skimming over these items,
after which action points are identified (and reported by the secretary)
and the meeting is closed.

1 Medical Genomicsi section BIO3 meetings

- Research highlights: a 45 min presentation about a te@mmb er 6 s
research or research by an invited speaker (approx. 6 a year; between
March-May and OctDecember)

- Journal clubs: a 45 min presentation of papers relevant to a particular
(sub)topic ofa t e am mesaarche(apprex. 6 a year; between
March-May and OctDecember

- These eventare reported on the Medical Genomics google calendar

s

t

created by BIO3 Al | PI 6s within the GI GA

designated persons are able to access this google calendar and to add

events of joint interest.
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Creating an environment that stimulates growth

Growing as a researcher, in my view, goes
particular topic. Ultimately, BIO3 aims to shape researchers that meet modern
requirements about skills, competences anitiab, as imposed by potential future

employers:

managerial and leadership skills

the ability to communicate with the public

the ability to connect with foreign colleagues in networks
administration of projects

dealing with andinderstanding political circumstances
negotiating with business partners

cultural understanding

E Ry

I n order to assess whether Bl O36s ai ms
evaluation toolsin place: guiding questions to (s¢levaluate the progress of a

team memberOnce a year or upon request of the team member, the results

of a(n) (selfyevaluation can be discussed-orexamplesseeAppendix 1.

Life and organization of research @ GlI&AMedical Genomics

Stimulated by the positive reviews on my téasm man a g Appemdix  ( s e e
1.a)), | took the lead over the GIGR Systems Biology and Chemical Biology
research group in January 2014. The wun
20152016 led to a decomposition of this unit and in fact its diseappee.

Since January 2016, BI@3%ew homeis the GIGAR Medical Genomics

Thematic Reseatrchriit.

As a director, the following action points are listed high on the priority list:

T to increase the synergy between Pl O0s

1 toinvestigate the possibilities for a longerm strategic plan in the context
of understanding biologyf disease, developing and offeriteygescale
omics analysstechniques, and valoiirg research towardmproved global,
public and personalized health,

1 to explore the optionsf creatinga virtual Systems Biology group at ULg,
embracing multiple dispate groups with explicit links to systems genomics
or systems biology. Given the evolutions in our neighbouring countries
(including the Netherlands and Luxembourg) there is a clear need for such a
highly visible platform, not exclusively focusing on humfzealh.
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b) Participation at international conferences and symposia

1 I highly appreciate interdisciplinary collaboration. Since 2002, morelib@n
abstracts have been submitted and accepted, for which no publicajion
information isavailable. Since 2000, | have more than 150 accepted abstrdcts
(as first, last, or contributing author) that have resulted in publications other
than articlegseealso the followingSectionlll.3. c)).

1 Inrecent years, | haveainly been involved in interational conferences that
cover aspects of the analysis of rare or complex dise@ms#se context of
modern genetic epidemiologyystems genetia@nd personalized medicine.

Conference Name Town Country Date Participation

C?oLvch:ioSnzofst h W Singapore Singapore 13-15/11/2018 :or:\éléatc;gn

BeneluxPersonalized

Medicine Forum The Invited oral

(PMF) Utrecht Netherlands 12-13/6/2018 presentation

INSERM Workshop

248:Use of next

generation sequencing Invited oral

data in the study of Bordeaux France 27-29/9/2017 )

human diseases: presentation

statistical methods

and applications
Invited oral
presentation at
DLPM 2017

ECML PKDD 2017 Skopje Macedonia | 20-24/9/2017 workshop on
(Deep Learning
for Precision
Medicine)
Track Chair +

DDTWC 2017 Boston USA 6-15/7/2017 invited oral
presentation
SPC +chair
educational
session B3
(Network

CE:SHG 2017 Annual Copenhagen Denmark 27/51/6/2017 Medicine) +

onference

Workshop
organizer and
moderation (Big
Data)

ICG 2017 Xi 6an China 2330/4/2017 | Invited oral
presentation
Representing WP

COSTCA15120 Porto Portugal 19-21/2/2017 leader (as co

meeting leader): activity

report, past
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present future of
the WP

ITN MLPM Closing

Node presentation
Board meeting: the
future of MLPM;

Munich Germany 19-21/10/2016 .
Event preparation of
follow-up Marie
Curie proposal
Max-Planck Section
Symposium on . . Oral presentation
Complex Trait Berlin Belgium 6-7/10/2016 invited
Genetics
Workshop
ITN MLPM Annual Barcelona Spain 21-24/5/2016 moderator and
Conference :
chair
SPC +chair
educational
session EO8
(Clinical
ESHG 2016 Annual Barcelona Spain 19-20/5/2016 interpretation of
Conference geneticvariants )
+ Workshop
organizer and
moderation (Big
Data)
Summer School , Presenter (2),
Genomic Medicine Portoroz Slovenia 3-7/5/2016 Chair (2)
Presenter at the
In-FLAME Annual Maastricht the 1-3/4/2016 Systems Biology
Meeting Netherlands
Workshop
First joint meeting
Belgian Society of .
Human Genetics and Eﬁfé?ga?%rggieerfy
Neder_la_ndse Leuven Belgium 4-5/2/2016 of Human Genetice
Vereniging voor SPC member
Humane Genetica
iGenetics
e Sonatr
EFISDS & EPC session chair
Meet i ng fiB]|Cly Romania 6-7/11/2015
issues in
pancreat ol
WG2 presentator
COST BM1204 Annua Cluj Romania 5/11/2015 on omics -
Conference integration in
PDAC
ASHG 2015 Baltimore USA 6-10/10/2015 Session chair
IGES 2015 Baltimore USA 4.6/10/2015 | Board of Directors
Meetings
rd
3*MLPM Summer Manchester UK 21-95/9/2015 Node leader, Boar

School

Member
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COST Action BM1204
Omics Integration In
Pdac
Workshop:fiCancer

Organizer (local

genomics and Barcelona Spain 1/7/2015 organizer: Nuria
. . LopézBigas)
personalised medicine
workshop: focus on
pancreas ¢c
Program Board
ESHG 2015 Glasgow Scotland 6-9/6/2015 Member; session
chair
Korean Statistical . .
Society Meeting Seoul South Korea | 29-30/5/2015 Invited discussant
3rd International
Symposium on Keynote lecture
Statistical Genetics Seoul South Korea | 27-28/5/2015 (invited)
(ISSG)
Bioinformatics and
biostatistics
applications in cancer Keynote lecture
genomics research Doha Qatar 26-28/412015 (invited)
(BBACGR2015)
ERCIM 2014 Pisa Italy 5-8/12/2014 | Ordl presentation
(invited)
CSCDA2014 / COST
Action BM1204 WG2 | Liege Belgium 24-26/11/2014 | Organizer- Chair
workshop
nd Presenter (invited)
2" MLPM Summer Paris France 11-19/9/2014 Node leader, Boar
School
Member
Oral presentation
IBS2014 Florence Italy 6-11/7/2014 (invited)
HGM 2014 Geneva Switzerland | 26-30/04/2014 | Research meeting
ERCIM2013 London UK 1416/12/2013 | Ordl presentation
(invited)
1st Pancreatic Cancer EU COST Action
Forum Madrid Spain 29-30/11/2013 | BM1204;
WG2 Coordinator
Annual Meeting of the
American Society of | g4, USA 22:26/10/2013 | -
Human Genetics
(ASHG)
ot Presenter (invited)
L MLMP Summer Tidbingen Germany 23-27/9/2013 Node leader, Boar
School v
ember
Annual Meeting of the
International Genetics Annual Meeting
and Epidemiology Chicago USA 15-17/9/2013 IGES Board of
Society Directors
(IGES)
IWSM 2013 Palermo Italy 8-12/7/2013 -
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Annual Meeting of the

European Society of | Paris France 8-11/6/2013 -
Human Genet. (ESHG]
European
Mathematical and . The :
Genetics Meeting Leiden Netherlands 25271412013 Chair
(EMGM)
BiolT World Boston USA 0-11/4/2013 | -
Conference
5th International
Conference of the
ggﬂgﬁﬁg% Oviedo Spain 1-3/12/2012 Oral presentation
STATISTICS (ERCIM
2012)
Capita Selecta in .
Complex Disease Liege Belgium i%?zléilz Organizer
Analysis (CSCDA)
Poster and researq
meetings with
HGM 2012 Sydney Australia 10-15/03/2012 | Singapore Human
Genome Center
team
12th BeSHG meeting | -'°98 Belgium 2/3/2012 -
Epidem&OMICS: Oral presentation
The @Aomi cs | Madrd Spain 28-29/11/2011 | invited short
of cancer epidemiology course
5" Annual PQG ,
. (encapsulated in
Confetrte tive i in | Bost USA 17-18/11/2011 | esearch stay at
Qe rsues n | Bostn - e School o
Public Health)
Annual Meeting of the ,
European Society of The ReS(_earch meeting;
: Amsterdam 28-31/05/2011 | Medical Center
Human Genetics Netherlands Groningen team
(ESHG)
15th Human Genome
Meeting- : United Arab
At Par Arab Human | DUba Emicos | 14-17/03/2011 | Poster
Genetics Conference
'S”éiggf‘;'gg‘;')B'ome”'c FlorianopolisSC | Brasil 5-10/12/2010 5:10‘3;;06‘:”56
Annual Meeting of the :
American Society of , Research meeting;
H . Washington DC | USA 2-6/11/2010 Vanderbilt team /
uman Genetics Poster
(ASHG)
Annual Meeting Scientific
Belgian Statistics Spa Belgium 14-15/10/2010 committee
Society (BSS)
Annual Meeting of the
Interna’glonal_ Genetics | Boston, USA 10-12/10/2010 | Poster
and Epidemiology Massachusetts

Society (IGES)
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Capita Selecta in
Complex Disease

Analysis (CSCDA) Leuven Belgium 25-27/08/2010 | Organizer

Annual Meeting of the
Benelux
Bioinformatics Liege Belgium 14-15/12/2009
Conference
(BBC)

Local organizing
committee

Annual Meeting
Belgian Statistics Lommel Belgium 1516/10/2009 | -
Society (BSS)

Annual Meeting of the
European Society of
Human Genetics
(ESHG)

Vienna Austria 23-26/05/2009 | Oral

Annual BelgiarDutch

Conference on Tilburg The 1819/05/2009 | Chair
Machine Learning

Netherlands
(BENELEARN)

PHOEBEP3G
BBMRI Annual Brussels Belgium 25-27/03/2009 | Invited oral
meeting

Conference of the
Eastern Mediterranear
Region of the Istanbul Turkey 10-14/05/2009 | -
International Biometric
Society

Hannover Biometric

. Hannover Germany 17-18/03/2009 | Invited oral
Colloquium

Benelux The
Bioinformatics Maastricht Netherlands 16/12/2008 Poster
Conference (BBC)

Meeting of the
UK/European
Molecular Barcelona Spain 12/12/2008 Poster
Epidemiology Group
(MEG)

Annual Meeting of the
American Society of | Philadelphia,
Human Genetics Pennsylvania
(ASHG)

USA 11-15/11/2008 | Poster

Annual BelgiarDutch

Contference on Spa Belgium | 1920/05/2008 | -rodram
Machine Learning committee

(BENELEARN)

Scientific symposium
on new methodologies
for multi-factorial
disease genetics

Malmo Sweden 3-4/04/2008 Invited oral

Al l er Geno6s

Alberta Canada 10-12/02/2008 | Invited discussant
research conference
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Annual Meeting
Belgian Statistics
Society (BSS)

Antwerp

Belgium

19-20/10/2007

GAZLEN Annual
Conference

London

UK

20/04/2007

GAZLEN
Management
Office

World Immune
Regulation Meeting
WIRM

Davos

Switzerland

11-15/04/2007

GA2LEN
Management
Office

GAZLEN Annual
Conference

Berlin

Germany

31/03/2006

GA2LEN
Management
Office

Annual Hawaii
International

Conference on
statistics, mathematics
and related fields

Honolulu

Hawaii

16-18/01/2006

Oral

Annual Meeting of the
American Society of
Human Genetics
(ASHG)

Salt Lake City,
Utah

USA

25-29/10/2005

Annual Meeting of the
International Genetics
and Epidemitogy
Society (IGES)

Park City, Utah

USA

23-24/10/2005

Invited oral + 2
GAW (genetic
analysis workshop
papers

Eastern Mediterramean
Regioninternational
Biometric Society
Conference (EMR
IBS)

Corfu

Greece

10-12/05/2005

Oral

Annual Meeting of the
International Genetics
and Epidemiology
Society (IGES)

Noordwijkerhout

The
Netherlands

11-12/09/2004

Poster

Annual Meeting of the
International Genetics
and Epidemiology
Society (IGES)

New Orleans, Los
Angeles

USA

15-16/11/2002

Poster

AnnualMeeting of the
American Society of
Human Genetics
(ASHG)

Baltimore,
Maryland

USA

15-19/10/2002

Poster

European
Mathematical and
Genetics Meeting
(EMGM)

Sheffield

UK

6-7/04/2002

Poster

Annual Meeting of the
American Society of
Human Genetics
(ASHG)

SanDiego,
California

USA

12-16/10/2001

Poster

Annual Meeting of the

International Genetics

Garmisch

Germany

2-4/09/2001

Poster
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and Epidemiology
Society (IGES)

1st DutchBelgian
Biometric Conference
(BBC)

Centerparcs

Erperheide, Peer Belgium 28-29/05/2001 | Poster

Annual conference of
the International

Society of Clinical
Biostatistics (ISCB)

Society of Clinical Trento Italy 4-8/09/2000 Oral
Biostatistics (ISCB)

Annual conference of

the International Heidelberg Germany 13-17/09/1999 | Oral

*confirmed participation in the futuiiein italic

c) Detailed information about scientificannouncements a selection

Contributions to announcemersds international conferences asyinposiavhich

resulted in publications other than articles

1.

10.

Abegaz F, Chaichoompu Kan Steen K(2017).Epistasis detection for human
complex diseases in structured populati@snet i 41(7):678678.
Chaichoompu K Yazew FA,Tongsima S, Shaw PSakuntabhai A, Cavadas B,
Pereira L. Van Steen K(2017. Using IPCAPS to Identify Fin&cale Population
Structure. Genet it 41(7):656-656.

Chaichoompu K, Cleynen I, Fouladi R, Ellinghaus D, Ubenthal M&h Steen
K, IBDGC: Detecting patient subgroupsing reduced set of diseasglated
markers with iterative pruning Principal Component Analysis (ipPCA). Genet
Epidemiology 2015, 39:53637.

Dizier B, Van Steen K An extension of Conditional Inference Forest
methodology for predictive biomarkers andgmralized medicine applications.
Genetic Epidemiology 2015, 39:54414.

Fouladi R, Schurmann C, Bessonov K, Vert JP, Loos Rdf,Steen K A novel
genebased analysis method based on-MBR. Genetic Epidemiology 2015,
39:548548.

De GreefE,etal2014) The Bel gi an Registry o
(BELCRO): growth status after 3 year follow up. Gastroenterology. Abstract
submitted for DDW 2014

De Greef E, et a[2014). Disease severity after 3 years of treating newly
diagnosed pediatriCr ohndéds di sease patients (
Gastroenterology. Abstract submitted for DDW 2014

Machiels K et al. (2014). Predominant gut microbiota predict pouchitis follow
colectomy and IPAA in ulcerative colitis. Gastroenterology. Abstract subnfidtte
DDW 2014.

Machiels K et al. (2014). Predominant gut microbiota predict pouchitis follow
colectomy and IPAA in ulcerative colitis. Acta Gastroenterol. Bel. Abstract
submitted for Belgian Week 2014.

Breynaert C, et al. (2014)/ MRI T2 relaxometry taage fibrosis in patients with
Crohnés disease. Gastroenterology.
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11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

Benitez Cantero JM et gR014). Genetic predictors of non reversible tissue
damage in inflammatory bowel disea
submitted for ECCO 2014.

Benitez Cantero JM et gR014). Genetic predictors of non reversible tissue
damage in inflammatory bowel disease. Acta Gastroenterot. Adwmtract
submitted for Belgian Week 2014

Billiet T, Cleynen I, Ballet V (et al.j2013). Familial aggregation in the response
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detect gengene interactions, Harvard School of Public Health, Boston, USA
invited

Detecting highorder interaction$ the semiparametric way?, Universitat
Politecnica de Catalunya (UPC) Barcelona, Spain82@tvited

Statistical challenges in genomewide association analysis, Universitat de Vic
Spain, 2008 invited

A statistical genetics research cl
Belgium, 2008 invited

Power in statistical genetics and statistical significance; Part Il: Evaluating pc
in genomewide association studies, Complex Genetics Meeting Séminar
Statistical Genetics Research Club, UZ Gasthuisberg, Leuven, Belgium; 200
invited

Power in statiscal genetics and statistical significance; Part I: What it involve:
and does not involve (Peter Konings and Kristel Van Steen) Complex Genet
Meeting Seminar Statistical Genetics Research Club, UZ Gasthuisberg, Leu
Belgium, 2008 invited

Statistcal perspective on genomewide screening, KitfkMeeting- Statistical
Genetics Research Club, Montefiore, ULg, Liege, Belgium, 200@ted
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95. True or false& when the number of SNPs grows, Mc Master University, Hamil
USA, 2008- invited

96. Invitatonby Pr of Dr Judah Denburg to at
conference in Alberta Canadaliscussant panel member as former’GAN
affiliate and scientific collaborator with birth cohorts work package, 2008.
invited

97. Unravelling themysteries of genetic interactions statistical challenge, Liege,
Belgium, 2007- invited

98. Unravelling the mysteries of genetic interactidre statistical perspective (Invite
Speaker) Lausanne, Switzerland, 20vited

99. Are we ready for genomewidesaxiation analysis? Quality of Life Unit
Mediterranean Institute of Hematology (IME) (Invited Speaker) Rome, Italy, :
- invited

100.Genomic Complex, simplex, complexity and simplicity in statistical genetics
(Invited speaker) Oncologisch Zorgprogramma@GlZent (Invited Speaker) UZ
Ghent, Belgium, 2007 invited

101.Perspectives on genomic association screening, Invited Seminar, UCL, L-ou\
la-Neuve, Belgium, 200%.invited

102.Are we ready? Invited Speaker, UMC, Utrecht, The Netherlands,-260ifed

103.Perspecties on genomic screeningyited Seminar, ESAT KUL, Leuven,
Belgium, 2007- invited

104.Statistical Consulting for the Clinic (Provisional title; Invited Speaker) UZ Ghi
Biostatistics Workshop, Ghent, Belgium, 200#vited

105.Topics in Genetic AssociaticAnalysis (Invited Speaker) UCL, Belgium, 2007.

106.When the number of SNPs grows too large, Universitat Politécnica de Catalt
(UPC) Barcelona, Spain, 2006nvited

107.When the number of SNPs grows, part Il, Seminar Series on Complex Gene
University Hepital Gasthuisberg Leuven, Belgium, 200wited

108.When the number of SNPs grows, part |, Seminar Series on Complex Genet
University Hospital Gasthuisberg Leuven, Belgium, 2006vited

109.Genomewide association screening using faiindged associatiatests, Seminar
at the faculty of Medicine at UZ Gasthuisberg (Afdeling Hypertensie en
Cardiovascularie Revalidatie) Leuven, Belgium, 2006vited

110.Genomic screening methodology for common diseases and complex traits,
Organon, Oss, the Netherlands, 2006vited

111.Perspective on genomic screening in families, Invited Seminar, EBAIL,
Leuven, Belgium, 2006.invited

112.Genomic Screening in Family Based Association Testing using the same Da
I nvited research stay wilivdstigahceo Mé&dican t
(IMIM) Barcelona, Spain, 2006.invited

113.Genomic screening in family based association testing using the same data

the multiple testing problem, Il AP
adapted to complex data structires U C L , -laiNeuuey Belgium, 2006.
invited

114.Genomic screening in family based association testing using the same data
the multiple testing problem, Seminars in econometrics and statistics (invitec
speaker) Faculty of econometrics and appéiednomics, University Center for
Statistics, KULeuven, Leuven, Belgium, 200@vited

115.Key concepts in genetic epidemiology, Seminars in epidemiology and clinica
trials (invited speaker) Working group on epidemiology and center for clinica
pharmacologyUZ St Rafael, Leuven, Belgium, 2006nvited

116.Genomic screening methodology for common diseases and complex traits, (
Invited Seminars, University Hospital Ghent, Belgium, 2006vited
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117.Genomic screening methodology for common diseases and complex traits,
Seminar Series on Complex Genetics (Invited Speaker) Department of Psyc
University Hospital Gasthuisberg Leuven, Belgium, 2006vited

118.Genomic screening in family based asstorastudies, Channing Laboratory
FBAT seminar series, Harvard Medical School, USA, 20@4vited

119.Genomic screening in family based association testing using PBAT, Invited t
the department of molecular genetics (UA) organized by-WB Belgium, 2@4.
- invited

120.Exhaustive allelic transmission disequilibrium tests based on TDT, Channing
Laboratory FBAT seminar series, Harvard Medical School, USA, 2004.

121.Statistical methods in psychiatric genetics, Pychiatric Biostatistics Seminar £
Harvard Scholoof Public Health, USA, 2003.invited

122.Comparing DNA sequences using generalized estimating equations and-pse
likelihood, Hasselt University Seminar Series, Belgium, 20@2:ited

123.Genetic associations using the multivariate Dale model, 3 CountneC@ECC)
Meeting, Belgium, 2002.invited

124.The multivariate Dale model and genetic associations, Channing Laboratory
seminar series, Harvard Medical School, USA, 2002vited

125.The multivariate Dale model and genetic associations, invited talkpatriDeent
of Epidemiology, Harvard School of Public Health, USA, 2008vited

126.An introduction into the genetic vocabulary (Pa#t)IResearch forum Hasselt
University, Belgium, 2001- invited

127.The omnipresence of missingness in statistical geneticsaRbderum Hasselt
University- tUL, Belgium, 2001- invited

128.Multiple imputation in practice, Research forum Hasselt University, Belgium,
2000.- invited

129.Analyzing longitudinal quality of life data with dropout; a macro oriented
approach (Part-4) EORTC &minar Series, Belgium, 1999invited

130.Estimation of genetic distances using statistical distance measures, Universi
Newcastle school of mathematics and statistics, UK, 199%wvited

Selecton of postepresentationatinternationalconference life sciences as first
or responsible author

131.Capturing finelevel structure using unsupervised clustering method with mult
data type$ ByteMal 2016 (author responsible)

132.A novelunsupervisedlustering approach with ntigle data types to reveal fine
level structuré ESHG2016 (author responsible)

133.Iterative pruning method of unsupervised clustering for categorical d&@H
2016 (author responsible)

134.Detecting Patient Subgroujpksing Reduced Set Of DiseaRelated Markers Witt
Iterative Pruning Principal Component AnalysBRICA i IGES2015 (author
responsible)

135.Genebased replication strategy and matelysis in the context of epistasis:
application f or-FuAdtiondd @enomics &RedidivedMedics
Conference 2015 (authogsponsiblg

136.LD-based haplotype encoding scheme with iterative pruning principal compc
analysisi HGM 2014 (authorresponsiblg

137.A novel integrated framework for large scale associatiotysisa HGM 2014
(authorresponsiblg

138Genomewi de epi stasis sciARGMGPoegnix2043
(authorresponsiblg
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139.ldentification of asthmaelated transcting epistatic eQTL using ModBlased
Multifactor Dimensionality ReductionAnnual Society of Human Genetics
Annual Meeting 2013, Boston, USAuthorresponsiblg

140.Genomewide environmental interaction analysis using multidimensional data
reduction principles to identify asthma pharmacogenetic loci in relation to
corticosteroid themay i Annual Society of Human Genetics Annual Meeting 2(
Boston, USA @uthorresponsible

141.Replication of largescale epistasis studies: an example on ankylosing spondy
International Genetic Epidemiology Society (IGES) 2013, Chicago, @&8ther
responsible).

142.Application of mixed polygenic model to control for cryptic/genuirdstract
accepted for poster presentation at HGM 2012, Sydney, Austratiaof
responsiblg

143.A robustness study of parametric and fp@amametric tests in modelbased
multifactor dimensionality reduction for epistasis detecti@stract accepted fot
poster presentation at HGM 2012, Sydney, Australigh(orresponsible

144.Making sense of epistasic findings from different methodolegikstract accepte
for poster presentaticat HGM 2012, Sydney, Australia

145.The impact of genotyping error on power and typeror of quantitative trait
genetic association studie€£MGM 2011, London, United Kingdonagthor
responsiblg

146.Comparison of MBMIDR to BOOST and RAPID fodetecting epistasis in
unrelated 6th EMRIBS, Crete, Greeca(thorresponsiblg

147.Genomewide epistasis screening for asthma associated traitbmitted for
ISM2011 / Joint Statistical Meetings, Miami Beach, Florida US#étlfor
responsiblg

148. A detailedview on modebased multifactor dimensionality reduction with
guantitative traits for detecting gegene interactions: different ways of adjustir
for lower-order effects Human Genetics Meeting 2011, Dubanited Arab
Emirates @uthorresponsiblie

149.A detailed view on moddbased multifactor dimensionality reduction with
quantitative traits for detecting gegene interactions: different ways of adjustir
for lower-order effects ESHG 2011, Amsterdam, the Netherlanaistor
responsiblg

150.A robustness stly to investigate the performance of parametric and non
parametric tests used in Moeghsed Multifactor Dimensionality Reduction
Epistasis Detection. International Genetics Epidemiology Society (IGES),
Heidelberg, Germany, September2@ 2011.4uthorresponsible

151.Comparison Of Different Methods For Detecting G&ene Interactions In Case
Control Data, IGES 2011 Heidelberg, Germany, 19 September a0tb(
responsiblg

152.A detailed view on moddbased multifactor dimensionality reduction with
quantitatve traits for detecting gergene interactions: different ways of adjustir
for lower-order effects, HGM2011, Dubai, UAB{thorresponsible

153.Got heritability lost in a world of interactions? HGM2011, Dubai, UAE

154.Using mixed models with a mixture of nornthétributions for the random
residual effect leads to a fast and powerful genomewide association test, 1B(
Florianopolis, Brasil, 2010authorresponsiblie

155.A detailed view on moddbased multifactor dimensionality reduction with
quantitative traits for etecting gengene interactions: different ways of adjustir
for lower-order effects, IBC, Florianopolis, Brasil, 20 uthorresponsiblie
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156.ModelBased Multifactor Dimensionality Reduction for detecting ggeese
interactions in caseontrol data in thabsence and presence of noise, ASHG,
Washington, USA, 2010

157.Elucidating the molecular etiology of asthma using genwamge association stud
pathway analysis, ASHG, Washington , USA, 20dorresponsible

158.ModelBased Multifactor Dimensionality Reductiéor detecting gengene
interactions in caseontrol data in the absence and presence of noise, IGES,
Boston, USA, 2010

159.ModelBased Multifactor Dimensionality Reduction to detect epistasis for
quantitative traits in the presence of effiee and noisy da , IGES, Boston,
USA, 2010 éuthorresponsiblg

160.Alternative risk cell definitions based on ranking improve performance of mo
based multifactor dimensionality reduction for epistasis detection, IGES, Bo:
USA, 2010 authorresponsible

161.A detailed view on several ModBlased Multifactor Dimensionality Reduction
methods for detecting gemene interactions in casentrol data in the absence
and presence of noise, ECCB, Ghent, Belgium, 28ath6rresponsiblg

162.ModelBased Multifactor Dimenenality Reduction to detect epistasis for
quantitative traits in the presence of efft@e and noisy data, ECCB, Ghent,
Belgium, 2010 guthorresponsiblg

163.A family-based association test to detect ggeee interactions in the presence
linkage (resposible author) IGES, Hawaii, 2009

164.Epistasis detection using MBDR, guided by prior biological knowledgauthor
responsiblgIGES, Hawaii, 2009

165.Selecting multiple epistatic models using NMBDR (responsible author). ASHG
Annual Meeting, Hawaii, 2009

166.Selecing multiple epistatic models using MADR (authorresponsiblgBVS
annual meeting, Lommel, Belgium, 2009

167.FAM-MDR: a novel multifactor dimensionality reduction method for interactic
UK-MEG2008, Barcelona, Spain, 2008.

168.MB-MDR based screening to deteaglrorder genetic interactions in (Yrrelated
individuals. BBC2008, Maastricht, the Netherlands, 2008.

169.FAM-MDR: A flexible method of multifactor dimensionality reduction for high
order genetic interaction in related individuals, ASHG Annual Meeting, USA,
2008.

170.Genomic screening methodology for common diseases and complex traits,
accepted poster at the Third Seattle Symposium in Biostatissiegistical
genetics and genomics, Washington, USA, 2005.

171.Genomic screening in familgased association testinGES Annual Meeting, the
Netherlands, 2004.

172.The Multivariate Dale Model and Genetic Associations, ASHG Annual Meetil
USA, 2002.

173.Merits of the Multivariate Dale Model in Genetic Association Studies, IGES
Annual Meeting, USA, 2002.

174.Merits of the multivariagd Dale model in genetic association studies, EMGM, L
2002.

175.The omnipresence of missingness in statistical geriedosequivalence test to
compare DNA sequences, 1st Dutgblgian Biometric Conference (BBC2001)
Belgium, 2001.

176.Introduction of the Multivaate Dale Model in Genetic Association Studies,
ASHG Annual Meeting, USA, 2001.
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d) Publications (including those for doctorate or study)

Available on ORBI

e) Scientific networking

IN/ OUT:

See Sectiondl.4.a)ior gani zatlilbmaéalk eaanl BHE)0 | t O,
Anet wor ki ngo

f) Participation to scientific groups or organizations

Membership of scientific organizatians

il

il

= = =4 =4 -4 -8 -8 8

Elected Scientific Program Committee Member for the European Society of
HumanGenetics (ESHG) (2012018)

Elected member Board of Directors of the International Genetic Epidemiology
Society (IGES) (201-2016)

Ambassador for Belgium & member of the International Genetic
Epidemiology Society (IGES}2016)

Elected board member of tBelgian Statistical Society (SBBVS) (2007

2009; 20162012; 20132015)

Member of the Human Genome Organisation (HUG2)17)

Member of the International Genetic Epidemiology Socie2917)

Member of the International Biometrics Society (IBZ011

Member of the Quetelet Socig2015)

Member of the American Society of Human Genetics (ASHE)16)

Member of the Statistical Modeling Society (SMZ013

Member of the Belgian Society of Human Genetics (BeSHZB)IL3

Member of the European Societytdfiman Genetics (ESHG2018

Participation in committees with respect to research

In 20132018 (a selection)

1

ITN Marie Curie MLFPM 2018: 1 of 3 members of the Network
Coordination Team, responsible forfor instance monitoring organisation

of summer sclools andclosing conferences, monitoring conduction of
secondments, organisation of shorter training events (Online Seminar,
ESR treat).

EU COST CA15120 Open Multiscale Systems Medicine (OpenMultiMed);
MC memberand WG 2 Cdeader(2016+)

Expertevaluaor In TransDomain-Proposals (COST open callstdrt:2014)
Expert evaluator foEuropean Research Cound@RC); peer reviewer of
scientific proposals submitted to tBRC Consolidator Grant 2016 Call for

Proposals.
Organi si ng c o manferences:shord dourse and medngerence
in Li ge fAiCapital selecta in compl ex

Elected SPC member for the European Society of Human Genetics (ESHG) (4
years, starting 2014)
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1 EU COST Pancreas BM1204 member of the managememnndtee, steering
committee, Belgian node representative and WG2 leader i 0 mi c s
integrationo

9 EU Marie Curie I TN AMachine |l earning f
node leader, gender officer and member of the advisory board (since 2013)

9 Organising committee of teammderecocenf er e
in Li ge ACapital selecta in complex d
(CSCDA2016 was replaced by a Training School on Interactions)

9 FWO interdisciplinaryisnehdan201@d8l, n[for e
December 2015

9 Participation in discussion group to create a new Thematic Research Unit on
BioMedical Engineering Research-(BER) (initiative taker: Lies Geris)

1 Participation in the Statistical Analysis (siBroup(s) of the Interational
Genetics I BD Consortium, in particular
Amol ecul ar r(graupleades. P@+) cat i ono

1 Proposed Statistical Genetics member in the Scientific Committee of ESHG

1 IGES ambassador for Belgium

In 20162012

1 AERES eyert evaluator for INSERM UNIT Florence Demenais (13
December 2012)

1 Award committee member for the Dutch Biometry Award (2012)

1 Advisory committee ZAP/BOF Genetic neuroepidemiology for tenure
track position of Kristel Sleegers (UA)

1 Programme committee ohternational scientific meetings (e.g., ISMB2010,
BENELEARN 2012)

1 Local scientific organizing committee of the Annual Meeting of the Belgian
Statistical Society (BSS 2012)

9 Organising committee of teanrtbnferece nf er e
inLiege ACapital selecta in complex disea
CSCDA2012

1 Initiator of the Statistical Genetics Research Club, which aims to bring together
people from different backgrounds, within Life Sciences, so as to stimulate
discussions and provide atriant pool for growing novel and cuttiregdge
ideas in the field if statistical genetics and beyond.

1 IGES ambassador for Belgium

Elected board member of the Belgian Statistical Society

1 FWO interdisciplinary expert panel (since 1 Jan 2010)

=

In 20082009

IGES ambassador for Belgium

Elected board member of the Belgian Statistical Society

FRIA jury mathematics (2009)

Organisingcommittee: e.g., short course and riohference in Liege

ARAspects in statistical geneticso (200

1 Programme committees:

- 18th annual Belgiabutch Conference on Machine Learning:
BENELEARN 2009

- Second International Workshop on Machine Learningyistems Biology,
MLSBO08, Brussels (Belgium)

- ECCBO08, Cagliari Sardinia (Italy)

= —a —a -—a
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- 17th annual Belgiabutch Conference on Machine Learning:
BENELEARN 2008, Spa (Belgium)
1 Steering committee member: ERBM workshop (Electronic Recognition ef Bio
Molecules) LiegeBelgium

Prior to 2008 (a selection)

Elected board member of the Belgian Statistical Society (since 2007)

SBS/BVS Meeting 2002 member of the scientific committee

9 Member of the user committee for the p
potenti eel i -200B-OWHA (fedmrale dieBsted 0

wetenschapsbeleid) / IWT.

Local organizing committee: European Mathematical Genetics Meetirth 13

April 2000, Diepenbeek, Bgium. (Ann. Hum. Genet. 2000, 64: 4837)

= =

=

Participation in task forces or followp meetings with respect to research

1 GIGA-R Medical Genomics Director (since 1 Jan 2016) / GI&&ystems
Biology and Chemical Biology (SB&CB) Director (1 Jan 268¥% Dec2015)
9 Followwup activities related to the fASwiss
UL g0 e vl1é bacembet 215, Lausanne. In particular, several falijpw
meetings took place involving Prof Dr Murielle Bochud to establish a link
between our groups amakstitutes, hereby facilitating exchange of researchers
(PhD students / postocs).
1 ELIXIR T contact point in Liége (Wallonia) towards a national project
proposal under the general coordination of Yves Van de Peer. Project
successfully submitted in 2015
Working group participant (WGs on 1. Registries, 2. Diagnosis) in the context
of a novel MultiStakeholder Platform on Pancreatic Cancer (Kffkmeeting
at EU Parliament on 12 November 2014; Chair: MEP Philippe De Backer)
Connector between thdaastricht Center for Systems Biology
(https://macsbio.maastrichtuniversity)rdhd GIGAR SB&CB, promoting
inter-university research in systems biology (since January 2015).
1 Initiator of two GlobalResearch Working Groups: 1) Mixed Models for NGS
and 2) Population/Patient Stratification in Omics (since January 2015).
Work group leader for the International IBD Genetics Consortium on 1)
ARecl assification of Cr ohndiosgedeticsease a
mar ker datao (with |Isabelle Cleynen) a
1 Thematic research unitBIER member (Biomedical Engineering Reseaiich)
since September 2014
9 Representing COST EUPancreas at AMul ti
canceli EU Parliamentkick-off meeting 12 November 2014)
9 Uni GR Community fASystems biology and s
Regiono (via Uni GRinedaOMnhuni ty website

==

=a

=a

1 Honorary member andagticipating scientist in the IUAP BeMGBelgian
Medical Genomics Initiativel) since 2014
1 EDGE (Epistasis Detection in Genetic Epidemiology) USA expert giroup

since February 2014
1 Member of the thesis advisory committee of Iryna Nikolayeva (Institut Pasteur,
Paris, France) in the context ofiloiing afutureEU SYNERGY network on
Aintegromi cso, i nvol ving Kiel (Ger many
9 ABi g dat a hand]l iinantcbllaboritierrbetwden tmedetinmso d s 0
of K Van Steen (ULg) and H Bickebdller (University of Goéttingen)
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1 Task force on omics involvement in population/patient stratification
(STRATOMIX) T joint collaboration between the teams of K Van Steen
(ULg), Inke Konig (Kiel), Anavaj Sakubanthai (Parisjisa Pereira (Porto),
Dave Fardol(exington, USA, Ed SilvermanBoston USA).

1 Participation in the Statistical Analysis (siBroup(s) of the International
Genetics I BD Consortium, in particular
Amol ecul ar reclassificationo

1 EU ITN Marie Curie Actiori node leader (since 2013)

1 EUCOST Pancreas BM12G4node and WG leader (since December 2012)

1 Participation in the Spanish Biostatical Network an opportunity given by the
Spanish Ministry of Science and Innovation.

1 Participation in the Harvard alumni scientific network.

1 Member of thenteruniversity Attraction Pole (IAP Phase VI): BloMAGNet
on Bioinformatics and Modelling from Genomes to Networks (20@D11)

1 Member of the FP7 PASCAL2 Network of Excellence Pattern Analysis,
Statistical Modelling and Computational Learning (IST/IC®d@amme of the
European Community, ISZ007%216886 (since 2008)

1 Member of the Interuniversity Attraction Pole (IAFPhase VI): Statistical
analysis of association and dependence in complex data (2007)

1 Member of the Interuniversity Attraction Pole (IAFPhase V): Statistical
analysis of association and dependence in complex data (2006)

See also Sections
.4.b) it eam asddli.d&cd)fimet wor ki ngo
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g) Obtained grants /scientific contracts

Obtained or under submissi¢obtained grants fasrganization oeventsand travel grantarenot listed:

nv.itationo

Not submitting a project proposal will never lead to additional funding .colgpetition increases see itessential tasubmit several
project proposals, but qualiprevails aboveuantity. Most national project proposals that | submit are coordinated by me. For the m
of European projects in wth | am involved, Imainly play the role ofipartnero y i

Bjority

Year of Type Title / Description Function Funding Status
submission
2018 H2020MSCA-ITN- MLFPM: Machine learning | Partner node leade| Staff andoperational| Accepted
2018 (ETN) frontiers in precision (coordinator. costs
medicine Karsten Borgwardt
ETH Zurich)
2018 TELEVIE Molecular drivers and Co-applicant Staff and operationa| Accepted
markers of pancreatic cance| costs
initiation and
progression: a translational
and multidisciplinary
approach (continuation of
TELEVIE 2016 grant)
2017 WELBIO T SGR 2-DESTINCT: DEtecting Promotor Staff and operationa] Accepted
(RENEWAL) STastistical INteractions in costs
Complex Traits (followup to
DESTINCT)
2016 FNRSCDR SysMedPC Promotor Operational costs | Accepted
(sequencing)
2016 TELEVIE Molecular drivers and Co-applicant Postdoc Accepted

markers of pancreatic cance
initiation and
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progression: a translational
and multidisciplinary
approach (promotor: Ingrid
Struman, ULg GIGA)

2015 WELBIO - SGR DESTInCT: DEtecting Promotor Staff and operationa Accepted
STastistical INteractions in costs
Complex Traits
2015 TELEVIE PDAC-xome: Exome Promotor Operational costs | Accepted (reduce
Sequencing in Pancreatic budgeti no
Ductal AdenoCarcinoma human resources)
2014 HORIZON2020 PAncreas  Cancer risK Partner (promotor: | Staff and operationa First stage
INtegratinG data towards | Nuria Malats, costs proposali
predictive model gcronym:| Spain) accepted; Full
PACK-Ing) proposal not
accepted
2012 FP7ZPEOPLE2012 Machine Learning for Partner Phd student Accepted
Marie Curie Initial Personalized Medicine (representing ULg)| exchange within the
Training Network + St ud e nt|consortium
Promotor: Karsten
Borgwardt, Max
Planck, Tubingen,
Germany)
2012 FNRS projet de Robust Machine Learning | Promotor Postdoc (2 years), | Accepted
recherche Forests in Network doctoral student (4
Construction for Integrative years), and
Omics Analyse functioning budget
2012 Zwaartekracht Genen, omgevingsfactoren ¢ Partner Accepted

programma van NWO

inflammatore darmziekten;
een -@rkigi prob
(Genomgeving interactie in
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het ontstaan en ziektebelooy
van IBD)

2012 COST (29stage An integrated European Partner Travels, training, Accepted
proposal) platform for pancreas cancel Promotor: stages, workshops,
researchfrom basic to Nuria Malats conferences
clinical and public health (CNIO, Madrid,
interventions for a rare Spain)
disease
2012 ARC2012 Molecular dissection of Partner Staff member (total | Accepted (reduce
inheritedpredisposition to budget: 1250000 budget)
inflammatory bowel disease EURO)
(IBD-ULG)
2010 FNRS projet de Integrated complex traits Promotor Postdoc (2 years), | Accepted
recherche epistasis kit doctoral student (4
years), and
functioning budget
2010 Mandat de postloctorat | Associations génétique des | Group Leader Postdoc Accepted
| 6ULg poytaux doél gE da
étranger échantillons de populations ¢
de familles mis en commun.
2007 Crédit dedémarrage Association génétique des | Principal 88 000 EURO Accepted
R.CFRA.0141 taux doél gE s p Investigator
et sérigues dans des
échantillons de populations
caucasiennes et de familles
mis en commun
2007 Beques de recerqeer a | Strategies for the Host Institute: 2 250 EURO / manth | Accepted
professors/res i identification of genetic University of Vic, (Only 3 out of 4
investigadors/res Spain months were takel
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visitants a catalunya
(piv 2007)- nam.
expedient: 2007 piv
10018

variability associated with
complex phenotypes.

up, in order to be
able to fullfill the
new commitments
made at ULQ)

2007

FWO onderzoeksprojec
G.0.410.08.N.10

Development of prevalence
and determinants of asthma
COPD and allergies among
adults in Flandrs; a follow-
up study of the European
Community Respiratory
Health Survey (ECRHS)

Co-promotor

(Promotor: Joost
Weyler, UA,
Antwerp, Belgium)

2008: 27000 EURO
2009: 22000 EURO
2010: 22000 EURO
2011: 10000 EURO

Accepted

For a complete list of submitted projects, @pendix 2 (success rate ~ 30% for local funding agencies; ~20 % for other funding schemes)
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h) Selfstudy time

During study/research leaves

1 Institut Pasteur, Paris, Frand@dtober 2017)Topic: Translational Systemics
in practice(invited by Benno Schwikowski).

1 Harvard University Boston, USAJuly 2017). Topic: Replication and
Translating Statistical Interactions (Mark Vidal Labrainstorming) / Network
Medicinefor Patent Stratification(Amitabh Sharma lab brainstorming)

1 ETH Zurich (October 2016). Topic: personalized networks (invited by Karsten
Borgwardt lab)

1 Harvard School of Public HealtBoston, USA (May 2015 / October 2013 / April
2013 / November 2011INovember 2010 / November 2009 / October 2008).
Topics: Network medicine / Omics integration / Population stratification /
Metaanalytic approaches and missing data in GWAIs / Asthma genetics /
Epistasis screening in genomwae association studies / Usipgenotypes in
family members in genetic association testing.

9 Short Term Scientific MissiAointeg@f&d MS) ,
European platform for pancreas cancer research: from basic science to clinical
and public health interventions for a raisediseTopic 1. Integromics
research in pancreaticcancer gar bage i n, garidlage out o
week)/ Topic 2: DNA/RNA seq data integration (April 2016 week)

1 Institut Pasteur, Systems Biology (February 2015). Topic: Comparative and
competingnteraction tools for network analysis

1 Penn State, Center for Systems Genomics, State College, AfBAZ013).

Topic: Interactions versus integromics

1 Seoul National University, South Korelgegpruary2013). Topic: Biological
and statistical interactions

1 Institut national de la santé et de la recherché médicale (INSERM / Florence
Demenais) in Paris, France (July, November 2008pic: jointly testing of
groups of markers; setting out a strategy for new project proposals.

1 Departament de Biologia de Sistemésiversitat de Vic, Barcelona, Spain
(December 2008 January 2009, February 2010). Topic: Incorporating
machine learning techniques in the search for epistatic effects.

1 Departament de Biologia de Sistemes, Universitat de Vic, Barcelona, Spain
(May 1 June 2008)Topic: Genetic interactiorismethodological
developments for largecale screening.

1 Municipal Institute of Medical Research (IM)NBarcelona, Spain, 20G¥hd
2006(invited by Dr M Kogevinas). Topg Missing SNPs in candidate geries
Non-parametric techniques to detect epistasis in ECRHS Il data set.

1 Department of biostatistics, HSPH, Boston, USA, 2808 200Zinvited by
Dr N Laird). Topics: Optimalization of FBAT screening methodology
Research on the use of the Dale model in geneticiasism studies
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\ I1.4. Additional competences

a) Competencel: Organizational talent

Organization of conferences, study days, work shops

| considerachievingvisibility as an importantcomponent ofresearch. This includes the communication of reseagshlts, whethe
preliminaryor final, atinternational conferences, but atharingsmaller national and international scientific meetings, allowing for a higher
degree of interaction and discussion.

Speaker Affiliation Date Location Description
Mini -workshop Peter van der Spek /Chloe EMC Rotterdam, | /8-9/2018 ULg Invited jury members of thesig
Azencott/ Emmanuelle Génin | TheNetherlands defenseRamouna Fouladi

MinesParisTech,
France / INSERM
Brest, France

Mini -workshop Anavaj Sakuntabhai / Peter va| Institut Pasteur, | 06/10/2017 | ULg Invited jury members of thesig
der Spek / Luisa Pereira Paris, France/ defense Kridsadakorn
EMC Rotterdam, Chaichoompu

the Netherlands/
Porto University,
Porto, Portugal

Mini -workshop Monika Stoll / Benno University of 04/07/2016 | ULg Invited jury members of thesig
Schwikowski Minster, defenseKirill Bessonov
Germany /

Institut Pasteur,
Paris, France
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Mini -workshop Inke Konig / Peter Van der Universitat zu 14/06/2016 | ULg Invited jury members of thesis
Spek Libeck Germany defensd-rancois Van Lishout
/
Erasmus MC,
Rotterdam, The
Netherlands
Training School of COST | http://eupancreas.com/meeting 27-29 April | Antwerp, Training school organized by
Action BM1204 (WG2) / | events 2016 Belgium WG2 on Aomics
CSCDA2016 as part of BM1204. Go
sponsored by the Belgian
Society of Statistics.
Medical Genomics Maggie Wang University of 26 April Liege, A fast and powerful \lest for
seminari section BIO3 Hong Kong 2016 Belgium pairwise epistasis testing
Workshop: Omics http://eupancreas.com/meeting 1 July 2015 | Barcelona, (i Cancer genom
Integration in PDAC events Spain personalised medicine
workshop: focus on pancreas
cancer o
Organi zed by
i ntegrationo
BM1204. Local organizer:
Nuria LopezBigas
Conference wit short http://www.statgen.ulg.ac.be/ 24- Liege, ULg- | 3rd Edition of biennial
course: CSCDA2014/cscda2014.html 26/11/2014 | GIGA Conference organized by ULg

Capita Selecta in
Complex Disease
Analysis (CSCDA2014)
COST WP2 Meeting

in collaboration with 1 extra
Frenchspeaking university in
Wallonia/Brussels and 2
universities in Flanders.

This edition part focusses on
pancreatic cancer and is
organized in conjunction with
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http://www.giga.ulg.ac.be/cms/c_55507/en/a-fast-and-powerful-w-test-for-pairwise-epistasis-testing
http://www.giga.ulg.ac.be/cms/c_55507/en/a-fast-and-powerful-w-test-for-pairwise-epistasis-testing

the Amual Meeting of the
COST Action BM1204. The
short course is seen as an exi
deliverable for the COST
Action BM1204, WG2 (Omics
Integration; coordinator: K Va
Steen)

SB&CB seminari Gaélle Marenne Wellcome Trust | 27/6/2014 GIGA The importance of allele
section BIO3 Sanger Institute, specificity in complex disease
Human Gentcs analysis
Programme, UK
SB&CB seminari Fabian Tibaldi GlaxoSmithKline | 11/6/ 2014 | GIGA TBA
section BIO3 Biologicalsi
biostatexpert
leader
BIO3 seminar series@ BIO3 Team members (F Van 9,23,28,5 GIGA Bridging the gap between
GIGA Lishout, F Gadaleta, K June, 17 research and practical
Bessonov, K Chaichoompu, R June, 27 Jun applications / consulting
Fouladi, S Pineda) 2014
SB&CB seminari Jelle Goeman Radboud 16 /5/ 2014 | GIGA Flexible multiple testing
section BIO3 University corrections
Medical Center in
Nijmegen, the
Netherlands
Workshop Nuria LopezBigas/ Yves University 14/2/2014 Heidelberg | This training workshop is
Moreau / Simon Forbes / Pompeu Fabra organized by WG2 (omics
Claude Chelala Spain / KU integration) of the EU COST
Leuven Action on pancreatic cancer.
University, Coordinator of WG2K Van
Belgium / Steen
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Wellcome Trust
Sanger Institute,
UK/ Barts Cancer
Institute, UK

Florian Frommlet

Medical
University of
Vienna/

Center for
Medical Statistics,
Informatics, and
Intelligent
SystemgSection
for Medical
Statistic$

17/5/2013

ULg

Optimal selection procedures
in GWAs

Mini -workshop

Florence Demenais / Marylyn
Ritchie / Nuria Malats

INSERM U794,
CEPH, Paris,
France /

Penn State
Biochemistry and
Molecular
Biology, USA/
CNIO Madrid,
Spain

20/12/2012

ULg

Invited jury members of thesig
defense Jestinah M Mahachie
John

Silvia Pineda

Genetic and
Molecular Epide
miology Group
Human Cancer
Genetics
Programme
(CNIO)

30-6/06/2012

ULg

Start of joint phdand research
projects ULg/CNIO. Research
visit to StatGen Montefiore,
GIGA-R and CHU on omics
integration in bladder cancer
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http://cemsiis.meduniwien.ac.at/en/
http://cemsiis.meduniwien.ac.at/en/
http://cemsiis.meduniwien.ac.at/en/
http://cemsiis.meduniwien.ac.at/en/
http://cemsiis.meduniwien.ac.at/en/
http://statistics.msi.meduniwien.ac.at/
http://statistics.msi.meduniwien.ac.at/

Conference with short www.statgen.ulg.ac.be 30/05 Liege 2nd Edition of biennial
course: 1/06/2012 Conference organized by ULg
Capita Selecta in in collaboration with 1 extra
Complex Disease Frenchspeaking university in
Analysis (CSCDA2012) Wallonia/Brussels and 2
universities in Flanders
Stijn Vansteelandt Ghent University | 20/04/2012 | ULg Geneenvironment interactions
Department of
Applied
Mathematts and
Computer Science
Georgi Nalbantov Maastricht 04/11/2011 | ULg Data integration based on
University similarity matrices
Barbel Maus Maastricht 23/09/2011 | ULg Optimal experimental designs
Univer-sity - for functional magnetic
Department of resonance imaging
Methodology and
Statistics
COMED FP7 kick-off 21/06/2011 | Brussels,
meeting Belgium
Wor kshop: AlKVanSteen (moderator) Montefiore, ULg, | 02/02/2011 | ULg Joint meeting of UA, CHU and
UuLgo Belgium Montefiore research teams:
exploring common grounds.
UA contact point: Prof Joost
Weyler
JeanCharles Lambert Institut Pasteur de 28/01/2011 | ULg GeneticsoA | z hei mer
Lille, France disease
Conference with short www.statgen.be 25 Leuven City, | 1st Edition of biennial
course: 27/08/2010 | Belgium Conference organized by ULg

Capita Selecta in
Complex Disease

Analysis (CSCDA2010)

in collaboration with 1 extra
Frenchspeakinguniversity in
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Wallonia/Brussels and 2
universities in Flanders

Rudy Parker Golden Helix, Inc,| 24/08/2010 | ULg/ GIGA | Golden Helix features for CN
USA GWAS and Imputation efforts
P Konings ESAT, Leuven, |28/05/2010 | ULg Fast computing in Rnd
Belgium beyond
K Van Steen Montefiore, ULg, | 12/05/2009 | KUL Evaluation of the Statistical
Belgium Genetics Research Club
Research and Discussion
B Muller-Myhsok Max-Planck 02/07/2009 | ULg Novel techniques istatistical
Institute of genetics
Psychiatry,
Munich, Germany
Y Aulchencko Erasmus MC 23/03/2009 | ULg Pedigreebased association
Rotterdam, the testing
Netherlands
Summer Sabbatical at A Ziegler Universitaet zu 21/11/2008 | ULg Genegene and gene
Montefiore i Ulg Luebeck, environment interactions
(Belgium) Luebeck,
Germany
L-C Tranchevent ESAT, KUL, 18/11/2008 | ULg Gene prioritization
Leuven, Belgium (involvesbioinformatics
students ULg about
ENDEAVOUR)
Conferencewith short www.statgen.be 15 ULg Co-organized by K Van Steen
course: Statistics in 18/09/2008 (Montefiore) and G

Genetics

Haesbroeck@épartement de
mathématiqupe

Subsides aux écoles doctora
thématiques (département de
Sciences de la Vip
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http://www.deptmath.ulg.ac.be/
http://www.deptmath.ulg.ac.be/

département des sciences
biomédicales et précliniques
d®partement d
géophysique et océanographi
département des sciences de
santé)

G de Cooman SYSTeMS 12/08/2008 | ULg Trying to be more honest abo
Research Group, probabilistic modelling a case
UG, Ghent, study involving Markov chaing
Belgium

H Van Maldeghem Pure mathematicg 18/04/2008 | ULg From realestate denomination
and computer to pure mathematics and bach
science, UG, to real life
Ghent, Belgium

Kick -off Meeting K Van Steen (Montefiore) and 08/04/2008 | ULg Setting goals and aims

Statistical Genetics
Research Club
(www.statgen.bé

G Haesbroeckfépartement de
mathéméque / Statistique
mathématique

This research club aims to
bring together people from
different backgrounds, within
Life Sciences, so as to
stimulate disassions and
provide a nutrient pool for
growing novel and cutting
edge ideas in the field of
statistical genetics.
Achieving the goals
A by organizing introductory
sessions to establish a
common language
A by hosting seminars with
stateto-the-art approaches
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http://www.statmath.ulg.ac.be/

A by reading, presenting anc
discussing key papers, fro
conception of ideas to
current common practice,
to "grow" into a problem
area

Club House

A Institut Montefiore /
Bioinformatique (at ULQ)

A Services de Statistique de
I'Institut de Mathématique
(at ULQ)

Short course Lecturers N Laird and C Lange 11- Ghent Specialized-c
(Harvard School oPublic 13/09/2006 | University, | Based Genetic Association
Health, USA) and tutorial Belgium Testingo. Org
responsible A Murphy (Harvary context of nAC
School of Public Health, USA) Education at Ghent
Universityo.
Focus:FBAT/PBAT
methodologyand related
software. Organization:
combining lectures and
computer tutorials with hands
on data analyses.
Short course Joe Terwilliger (@lumbia 2002 LUC, Specialized course on Linkag
University, USA) and John Diepenbeek | Analysis
Blangero, Laura Almassy Belgium

(Texas Biomedical Research

Institute, USA)

Legend:italic = scheduled future events
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b) Competence2: Team spirit

Scientific consulting ULg (20G8resent)

Contact Institution Start | Topic
Grégoire N@& | ULg - Functional and 2016 | Bee classification (usingihouse
evolutionary entomology developed molecular
reclassificatiortechniques for
complex diseases)
Agnés Noél | GIGA Cancer 2016 | Integrative analysis in agelated
macular degeneration
Vincent GIGA Canceii Institut de 2015 | Metastases research
Castronovd | Pathologie
Andrei
Turtoi/Akeila
Bellahcéne
Marcela CHU Centr e | ntj|2014 | Oncostattics
Chavezingrid | du CHU, Liege
Struman
Masendu Neonatal Intensive Care Unit, | 2014 | Longitudinal study of
Kalenga Ulg, CHR Citadelle inflammatory mediators in
prematurely born infants, which
will include analgis of causality
among various factors
Bernard Peery GIGA T development 2014 | RNA-seq analyses
Florence Ulg / CHU Respiratory 2014 | Biostatistical analysis
Schleich Medicine
Renaud Louis| Ulg / CHU Respiratory 2013 | Subphenotyping IBD patients
/ Christophe | Medicine (projet 1IBDGC)
Desmet /
Franck Primatology Research Group | 2012 | Spatial statistics
Trolliet Ulg, Behavioral Biology Unit
Eric Salmon /| Cyclotron and memory centfe | 2014 | Collaboration in FNRS post
Christophe CHU, Liege doctoral mandate submitted
Phillips January 2014 (promotor:
Christophe Phillips)
2011 | The genetics of
disease
Fréderic GIGA-R 2010 | Non-parametrics in epistasis
Farnir / Tom mapping / Genomic selection
Druet models for complex desases in
humang imputation strategies
(with Prof S Vermeiré KU
Leuven)
LiesbetGeris|Ulgi D®p ar t e me nt | 2010 | Component based, Network an
spatiale et mécanique Integrativeapproaches in bone
tissue engineering
Damien Ernst| Ulg 1 Institut Montefiore 2010 | Random Rotations to find your

way in the Random Jungle
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http://www.ltas.ulg.ac.be/
http://www.ltas.ulg.ac.be/

Edouard
Louis

Ulg 1 Département des science
cliniques

2010

Genetics of inflammatory bowel
disease in the light of the
International IBD Genetics
Consortium

Michel
Georges

Ulg 1 Département de
productions animale$ GIGA-
R : Génomique animale

2013

2010

Finding IRF8targets

Omics analyses of healthy
controls

Sexspecific genomic IBD
analysis

Strategies with medical
applications for the identification
of genegene and gene
environment interactions and
multiple causal variants with
complex phenotypes.

Vincent
Bours

Ulg i Département des science
biomédicales et
précliniques/ GIGA-R:
Génétique générale etraine

2014

2010

RNA-seq analysis methodologie;
compatabilityof RNA-seq and
ChiP-seq analysis results

(with Claire Josse and Stéphan
Wenric)

Strategies with medical
applications for the identification
of genegene and gene
environment interactions and
multiple causal variants with
complex phenotypes.

Scientific consulting for otheBelgianinstitutions

Contact Institution Start | Topic Status Public.
Ann Gils KU Leuven, 2016 | Multivariate data analyse; | Ongoirg

Therapeutic Data mning

and Diagnostic

Antibodiesi

Dept of

Pharmaceutica

and

Pharmacologic

al Sciences
Hilde UZ Leuven 2015 | Family-base genomic Ongoing
Peeters Gasthuisberg analysig Modern genet

Belgium epidemiology
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http://www.facmed.ulg.ac.be/departements/departsclin.php
http://www.facmed.ulg.ac.be/departements/departsclin.php
http://www.ulg.ac.be/fmv/prodanim.htm
http://www.ulg.ac.be/fmv/prodanim.htm
http://servnt.udi.fmv.ulg.ac.be/genmol/MODGEN/Molecular_genetics.htm
http://servnt.udi.fmv.ulg.ac.be/genmol/MODGEN/Molecular_genetics.htm
http://www.genetique-hum-ulg.be/
http://www.genetique-hum-ulg.be/
https://www.kuleuven.be/wieiswie/en/unit/50000715
https://www.kuleuven.be/wieiswie/en/unit/50000715
https://www.kuleuven.be/wieiswie/en/unit/50000715
https://www.kuleuven.be/wieiswie/en/unit/50000715

Paul UZ Gent 2015 | Various topics in human Ongoing
Coucke Belgium genetics: advice on study
design and analysis
Li Zhe UZ Leuven 2015 | Foxp3(+) Regulatory ell Finished | x
Gasthuisberg Subsets and Foxp3(Type 1
Belgium Regulatorylike T Cells
Ina UZ Leuven 2014 | Clinial Trials statistics Finished
Callebaut | Gasthuisberg
Belgium
Bart UZ Leuven 2014 | Multilevel modeling Finished
Lemmens | Gasthuisberg
Belgium
Eveline UZ Leuven 2013 | Functional role of Finished | x
Hoefkens | Gasthuisberg Crohn disease risk alleles
Belgium involved in microbial sensing
Fimoneen | UZ Ghent 2013 | Genetic variation in tollike | Finished | x
Haerynck receptor pathway
Thomas UZ Leuven 2012 | Familial aggregation in the | Finished | x
Billiet Gasthuisberg response to anrtiNF in
Belgium inflammatory bowel disease
patients
Magali De | UZ Leuven 2012 | Optimal test development vii Finished | x
Bruyn / Gasthuisberg ROC analysis
Marc Belgium
Ferrante
Filip Baert | H HartKliniek | 2012 | GastreenterologyStomach, | Finished
Roeselare Intestinal and Kidney
Disorders
Jurgen del | Multiplicom 2011 | Trisomy nonrinvasive Finishedi
Favero statistical test paid
consult
Bart Loeys | Universiteit 2014 | NGS analysis pipeline Ongoing
/Lut Van | Antwerpen
Laer Medische 2011 | Marfan syndrome
Genetica
Ann Gils Laboratory for | 2013 | CIFs Finished | x
Pharmaceuti |1
cal Biology 2014
KULeuven Pharmacokinetic/Pharmaco(
2011 | namic modeling of arHT NF
therapeutics
GertVan |UZ 2011 | Predictingclinical Finished | x
Assche Gasthuisberg responseto anttTNF therapy
Leuven
Belgium
Clementine| UZ Leuven 2011 | Mouse model analysis Finished | x
Perrier Gasthuisberg
Belgium
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http://www.hhr.be/zorgaanbod/diensten/dienst/11
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http://www.hhr.be/zorgaanbod/diensten/dienst/11

Niels KUL 2011 | TAXIT Finished | x
Vande Laboratory for
Casteele | Pharmaceui
cal Biology
Mira KUL 2011 | Inflammatory Bowel Finished | x
Wouters Translational Syndrome (IBS)
Research
Center for
Gastrointesting
| Disorders
Lucia UZ Leuven 2011 | Effects of haptoglobin Finished | x
Marquez | Gasthuisberg polymorphisms and
Belgium deficiency on susceptibility t
inflammatory bowel disease
and on severity of murine
colitis
Katrijn op | UZ Leuven 2011 | Heterogeneous nuclear Finished | x
de Beeck | Klinische ribonucleoproteins as target
Biologie of autoantibodies in systemi
Immunologie rheumatic diseases
Yvan Univerisitair 2010 | Domperidone study Finished | x
Vandenplag Kinderzieken
huis Brussel
Belgium
Gigi BESPGHAN | 2010 | Belgian Pediatric data base | Finishedi | x
Veereman | (Belgian statistical analysis paid
Society for consult
Paediatric
Gastroentero
logy
Hepatology
and Nutrition)
Christine | UZ Leuven 2010 | Tolaribility of shortened Finished | x
Breynaert | Gasthuisberg infliximab infusion times
Belgium
David UZ Leuven 2010 | Infliximab combo project Finished | x
Drobne Gasthuisberg
Belgium
Christoph | UZ Leuven 2010 | Genetic association studies | Finished
Metaldis Gasthuisberg with clinical and histological
T Belgium outcomes in nephrology
Liesbeth UZ Leuven 2010 | Long-term evolution of Finished | x
Viaene Gasthuisberg serum and urine parameters
T Belgium for patients in peritoneal
dialysis
Hilde UZ Leuven 2010 | Suitable familybased Finished
Peeters Gasthuisberg association screening
i Belgium techniques
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Greet Van | UZ Leuven 2010 | Disturbances in energy Finished
Den Gasthuisberg metabolism and the control ¢
Berghe/ |1 Belgium inflammatory responses in
lise critical illness: role of genetic
Vanhore predisposition
beek . :
Mitochondrial DNA analyses
for subgroup identification
Sylvie UZ Genti 2010 | Pros and cons of WHAP Finished
Seeuws Belgium analysis
Hans UZ Genti 2009 | Dealing with Xinactivation | Finished
Vermeesch| Belgium in genetic
JM UZ Genti 2009 | Follow-up on genetic Finished
Kaufman | Belgium screening for osteoporosis if
men; confirmation sought in
Swedish population
Vanessa |VIBUGIT 2009 | Converting learning module | Finished
Vermeirs | Belgium networks for microarray
sen expression data to general
human complex disease
applications
Lotte VIBUAT 2009 | X-MDR epistasis screening | Finished | x
Moens Belgium and interaction graphs
Nathalie UZ Leuven 2009 | Protoarray data analysis Finished | x
Vermeulen | Gasthuisberg
Belgium
Philip UZ Genti 2008 | Anti-IL5 analysis Finished | x
Gevaert Belgium
Claus UZ Genti 2008 | IgE association study Finished | x
Bachert Belgium
Nicholas UZ Genti 2008 | Sinusitis cohort sampling Finished
Van Belgium design and
Bruaene analysis
Daan De | UZ Genti 2008 | Data base construction of | Finished | x
Maeseneer| Belgium national breast cancer data
/ Simon : . .
van Belle Quality of Life anz_inS|s in
breast cancer patients
Filomeen | UZ Genti 2008 | Extensive genetic analysis 0
Haerynck | Belgium pseudonoma:
main effects and interaction | Finished | x
analyses En cours
Maaike VIBUA'T 2008 | FBAT analysis and YMDR | Finished | x
Alaerts Belgium epistasis screening
Ingrid Arijs | UZ Leuven 2008 | Support in statistical analysi{ Finished | x
Gasthuisberg of microarray data in
Belgium inflame-matory bowel

disease patients
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Isabelle UZ Leuven 2008 | Epistasis and muHbcus Finished
Cleynen Gasthuisber( analysis in (Helpin
Belgium startup
The power of the X
chromosome (former contac
person Isabel Verstreken)
Herma UZ Leuven 2008 | Immortal time bias Finished | x
Fidder Gasthuisberg
Belgium
Matthias UZ Leuven 2008 | CRP profile analysis Finished | x
Jurgens Gasthuisberg
Belgium
Liesbet UZ Leuven 2007 | Genetic risk profiling and Finished | x
Henckaerts| Gasthuisberg prediction of disease course
Belgium in Crohns disease patients
Marc UZ Leuven 2007 | Serological marker in Finished | x
Ferrante Gasthuisberg inflammatory bowel disease
Belgium
Marie UZ Leuven 2006 | Bacterial gut flora: analysis | Finished | x
Joossens | Gasthuisberg
Belgium
Johannes | UZ Genti 2006 | Geneticassociation study for| Finished
Ruige Belgium type | diabetes
Patricia UZ Genti 2006 | Optimal marker selection for| Finished
Crabbe Belgium genetic association studies i
families
Mario Van | UGT Belgium | 2006 | PNRP polymorphisms Finished
Poucke associated with PRNP mRN
expression in blood in
Belgian sheep population
Sofie BioscopelT/ 2006 | Experimental designs and | Finished
Bekaert UG, Belgium formulation of requirements
to set up a biostatistical
platform service bridging
university and university
hospital
Youri Taes | UZ Genti 2005 | Variance components Finished | x
Belgium analysis of SIBLOS data
Jacques UZ Genti 2005 | Oral hygiene of elderly Finished
Vanobber | Belgium people in longterm care
gen institutions
Jan UZ Genti 2005 | Statistical approaches to lab| Finished
Hellemans | Belgium ratory 105alibrationproblems
Sofie UZ Leuven 2006 Mont h of bi r t|Finished |Xx
Joossens | Gasthuisberg disease
Belgium
Marieke UZ Leuven 2004 | How to make sense of mixeq Finished | x
Pierik Gasthuisberg families when inflammatory
Belgium bowel disease is involved?

(currently in
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Maastricht

University)
Sofie UZ Leuven 2004 | Pancreatic autoantibodies in Finished | x
Joossens | Gasthuisberdg inflammatory bowel disease
Belgium
Liesbeth TIBOTEC- 2000 | HIV longitudinal analysig§ Finished
Bruckers | VIRCO// - Evaluation of the Belgian
(former ce | HIS// 2003 | Health Interview Survey
coordinator| DWTC// 1997// New sampling
consult OECD strategies for health surveys
Uhasselt) and norresponse analygis
Belgian statistical
representative; mapping
biotech activities in Belgium
for policy makers
Legend x = paper available do be expected
Scientific consulting other countries
Contact Institution Start | Topic Status Public. Country
Damian ETH Zurich: | 2015 | Optimized Ongoing | x Germany
Roqueiro/ | machine epistasis
Karsten learning and detection
Borgward computational (COPD)
biology
Inke Konig | Institut fur 2015 | Implementatio] Ongoing | X Germany
Medizinische n and
Biometrie und interpretation
Statistik of
Universitat zu GammaMaxT
Lubeck, in MB-MDR
Liubeck on reallife
genomewide
data
Chih-Mei Charité 2014 | Bridging the | Effective | (special Germany
HettlerChen gap between | start: issue on
the Easter enviro-
environment | 2014 integromics)
and genetics
Heike Department of| 2014 | Kernel Effective Germany
Bickeboller | Genetic methods in start:
Epide association | Easter
miology 1 testing 20141
University of site visit
Gottingen by post
doc of
BIO3
team
completed
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Tom Norwegian 2014 | HLA region | Ongoing | X Norway
Hemming PSC Research infrastructure
Karlsen Center
Anavaj Institut 2014 | Finding fine | Ongoing France
Sakuntabhai| Pasteur, population
Genomes and substructure X (first joint
Genetics authar: K
2012 | GWAI of Started up| Bessonoy
malaria after
Easter
2012-
ongoing
Andre Institute of 2012 | GWAI of Practical Germany
Franke Clinical psoriasis applica
Molecular tion to
Biology methods
Christian paper
Albrechts
University of
Kiel
Emmanuelle| Inserm U946 | 2011 | The stability | Ongoing | X France
Génin Fondation of PCs in
Jean Dausset population
CEPH stratification
assessment
JeanCharles| Institut 2011 | GWA Startup | X France
Lambert Pasteude epistasis in April
Lille screening in | 20117
Al z hei nongoing
patients
Angela Institute for 2011 | Omics Kick-off | x (EU The
Brand Public Health Integration for| meeting | COST Netherlands
Genomics Personalized | Decem BM1204
(IPHG) Medicinel ber 2011 | publ.)
Cluster of incorporating | ongoing
Genetics & Adynami
Cell Biology
Faculty of
Health,
Medicine and
Life Sciences
Maastricht
University
Olga University 2010 | Epistasis ongoing | X The
Savenije Medical analysis on Netherlands
Center latent class
Groningeni membership
The categorical
Netherlands variables
using MB-
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MDR

methodology
Matthias Universitats | 2010 | Family-based | First Germany
Riemen klinikum des association | contacts
schneider Saarlandes testing of made
mental health
related
phenotypes
Thomas Klinikum 2010 | Retrospective| paid Germany
Ochsenkihn| Grof3hadern, cohort consult
Munich analysis on (K Van
the effects anc Steen invited
side effects of as principal
immunomodu statistician of
lator therapy the study)
in the context
of
inflammatory
bowel disease
Lude Franke| University 2009 | Application of | ongoing The
Medical MB-MDR to Netherlands
Center expression
Groningen trait values
Harold University 2008 | Statistical ongoing The
Snieder Medical analysis of Netherlands
Center genetic data ir
Groningeni twins using
The FBAT and
Netherlands MDR
methodology
Fabian Klinikum 2008 | Pregnancy finished Germany
Schnitzler | Grosshadern, and the effect
Munich, of IBD
Germany treatment
(formerly: UZ regimens
Gasthuisberg
T Belgium)

Legend x = paper available do be expected
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Social service / Consulting (< 2005)

E.g,
1 ZOL: multivariate data analyses
1 TIBOTECiVIRCO: HIV longitudinal data analysis
1 OESO /OECD: Mapping biotech activities in Belgium to adjust current
policies
1 HIS: Evaluation of the Health Interview Survey 1997
1 DWTC: Nonresponse analysis and new sampling strategies

c) Competence3: Networking

Being smart and being eager to learn is not enough to score high on a career ladder. This
is true not only for jobs in the private sector, but alsorégearctitaching positions.
Apart from performance and productivity, establishing and maintainingveriebf
influential people, cooperation and shariage important wherfurtherdevelopingmy
career.Several of them have writtesupport letters for me in the past (e.g.; full
professor promotion; se&ppendix 3).

Personally establishectwork

Contact | Institution | Start | Topic | Additional info | Country
In Europe
Chris ILFARO - 2017 | Team coaching Organisatie Belgium
Aertsens Solution ontwikkeling en
Focused communicatie
Coaching,
Training and
Consultancy
Peter Jacobs| ThermoFisher | 2016 | Biofluids Clinical Business | Belgium
Scientific Developer
Denis European 2015 | Facilitating Executive Director| Belgium
Horgan Alliance for Pancreatic Cancer
Personalised Research in Europ
Medicine
(EAPM)
Philippe De | European 2014 | Multi-stakeholder | Initiative taker to | Belgium
Backer Parliament Platform on create EU
(MEP) Pancreatic Cancer| opportunities to
combat pancreatic
cancer (links to
activities of KVS
in COST Action
BM1204)
Yvan Saeys | VIB Ghent; 2014 | Machine learning | Group leader in Belgium
Inflammation meeting statistics | search for active
Research topics in human
Center genetics
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Cornélie EUCOPE 2014 | European Communications | Belgium
Terlez confederationof Officer
pharmaceutical
entrepeneurs
AISBL / legal
aspacts (patents,
etc.)
Jeroen Raes| Systems 2014 | The gut flora Contact person for Belgium
Biology VUB / InfectERA
KUL follow-up projects
with Institut
Pasteur, Paris,
France
Gateway to
MetaHIT
consortium (P
Bork)
Niko Institut de 2014 | Malaria; Expert biostatisticy Belgium
Speybroeck | recherche Conditional in FWO
santé esociéte inference trees Interdisciplinary
-UCL Spatial statistics | committee
Stéphane Functional 2014 | Alzheimer disease Belgium
Schurmans | Genetics knocking out
Laboratory / identified
GIGA interactng genes in
AlzD
Luc Bijnens /| J&J pharma | 2014 | Bioinformatics datg Janssen Belgium
Tine Casneuf applications Pharmaceutica
Biometrics and
Clinical
Informatics /
Bioinformatics and
Systems Biology
Fabian GSK 2014 | Clinical Contact person to| Belgium
Tibaldi biostatistics set up exchange
programs betweer
ULg students and
big pharma
Paul Coucke | Ghent 2014 | Genetic causes of Belgium
UniversityT Hypermobility
dept of
medical
genetics
Veronique BELSPO 2014 | Establishing Contact person for Belgium
Feys research networks| IUAP programs
in Belgium
Coen EORTC 2014 | BIOS statistical Representative of | Belgium
Corneels collaborative EORTC Brussels:
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projects (research
education) +
Pancreatic cancer
research (EU
COST Pancreas)

contact person for
collaborations with
-) CRP of Gl
group

-) Head of stats
department

-) chairman of
Pancreatic Task
Froce of the Gl
group (JL Van
Laethem)

Paul Rietjens| Foreign 2013 Director General | Belgium
Affairs, of Legal Affairs
Foreigh Trade
and Develop
ment
Cooperation
Dirk Van University of | 2012 Lead to Belgium
Dyck Antwerp Emmanuel Gustin
Principal scientist
atTibotec.j&j /
Annie Cuytat
Department of
Mathematics and
Computer Science
- University of
Antwerp
Fernando GSK 2012 | part I Belgium
Ulloa Development of a
Montoya predictive
Companion
Diagnostic
assayin the
ongoing MAGE
A3 Phase lli
clinical studieg
classification
methodologies
development
part Il: Better
understanding
ASCI mode of
action through
integration of
different type of
markers
Léon Van UTERON 2012 Chairman Belgium
Rompay Pharma
Andrew EORTC 2012 | Quality of Life Belgium
Bottomley Genomics
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Stijn Van Ghent 2012 | Semiparametric | Creation of WG on Belgium
steelandt University testing for gene DTR (dynamic
gene or gene treatment regimen
environment in Belgium
interactions
Herman Van | Scientific 2012 | Genetic pathways Belgium
Oyen/ Insitute of influencing
Sylviane De | Public Health/ smoking cessation
Viron Jules Bordet
Instituut
Jan Ramon 2012 | Integrative Lead toFuturlCT | Belgium
nomograms
Geert De Bayer Bic 2011 HeadBiometrics | Belgium
Meyer Science N.Vi
Zwijnaarde
Margo University of | 2011 | Kindergen. & Belgium
Hagende Antwerp neonatologie
rens
Marc Zabeau| Ugent Tech 2010 | Integration of General manager | Belgium
Transfer biological network
approaches
Joost Weyler| University of | 2010 | Epidemiology of Belgium
Antwerp asthma
Yves vande | VIB UGent 2009 | Integrating Belgium
Peer bioinformatics
interaction tools to
detect epistasis in
predictive models
Geoffrey Perdmant 2009 | Sales activities for | General manager | Belgium
Henno Solutions Life Science supply
and service
companies,
catalyzing the
exchange of
knowledge, ideas
and technological
expertise.
Guy Van University of | 2009 | CIDR grant on Belgium
Camp Antwerp, Genomewide
Belgium Association
Analysis of
otosclerose
Wouter Van | VIB RUG, 2008 | Introduction of Integration Belgium
Gool /Mark | Ghent Statistical Genetics Manager VIB
Veugelers approaches in
emerging
technologies of life
sciences
Gert De SYSTeMS 2008 | Probabilistic Belgium
Cooman research group 112o0deling versus
RUG, Ghent imprecise
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probability
113pdeling: pros
and cons in genetic

screening
Claus University 2005 | Common and Preparation to NIH Belgium
Bachert Hospital Ghent| differential grant applications
properties of upper (e.g., in
and lower airways | collaboration with
disorders, in Dr De Yuni
different ethnic University of
groups Singapore)
Séverine UZ Gashuis | 2000 | Reallife data Lead to Belgium
Vermeire / | berg, problems leading t¢ consortium IBD
Paul Leuven biometric Genetics
Rutgeerts applications and | International
methodological
developments in
the context of IBD
Bob KUL, Leuven | 1999 Statistical Genetic§ Emeritus Belgium
Vlietinck andComplex
Disease Analysis
Andrew E.O.R.T.C. 1998 | Quality of Life data| Directeur du Belgium
Bottomley (European in oncology centre QoL
Organisation
for Research
and Treatment
of Cancer)
Brussels
Adrian 2014 | webstudio IT consultant / Denmark
Geignaier Project manager
Jukka Tuomi| FIRPA 2016 | Research Director;| Engineering Finland
President of FIRPA design and
production;
Advanced
production
methods
Lars Rogge 2014 | Immunology of Head of Immune | France
Ankylosing regulation Unit
Spondylitis and CNRS URA
1961- Department
of Immunology
Anavaj and 2013 | Population France
Laura team stratification
software
development and
application
2012
HyperCube
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Investigating omics
links between

malaria and
inflammatory
diseases
JeanCharles | Institut Pasteurl 2011 | Genetics of France
Lambert de Lille Al zhei mer
disease: in search
for evidence of
epistasis
Sophie Lebre INSERM 2009 | Inferring changes France
UMR 915 in regulartory
network structures
from gene
expression data
Florence INSERM 2005 | An integrated view| Lead to GABRIEL | France
Demenais U794 on how to make | consortium/
sense of GWAs
EU FP COMed
consortium core
member
Francine Institut 2005 | European studies ¢ France
Kauffmann | National de la air pollution effects
Santé et de la
Recherche
Medicale
(INSERM),
France
Anita Rs Media 2014 | Medical writer Connected to EU | Germany
Schweiger | GmbH Multistakeholder
Platform on
Pancreatic Cancer
Chih-Mei Institute of 2014 | Bridging the gap | Conneted to EU | Germany
HettlerChen | Social between the Birth cohorts
Medicine, environment and | (Thomas Keil) and
Epidemiclogy genetics; to MeDALL
and Health (Mechanisms of
Economics, Searching for the Development
Charité opportunities to of ALLergy)
Universitatsme add on as a partne
dizin, Berlin in follow-up grants
for MeDALL
(expires 2014)
Silke Institute of 2014 | Integromics Connections with | Germany
Szymczak Clinical NIH via Joan
Molecuarl Bailey-Wilson
Biology;
Christian
Albrechts
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University of
Kiel

Andre Institute of 2013 | Genomicnetworks Germany
Franke Clinical charachterizing
Molecular psoriasis
Biology, Kiel
University
(CAUL)
Stephan University 2013 | Subphenotyping Germany
Weidinger Medical using molecular
Center data and beyond
Schleswig
Holstein,
Campus Kiel
Florian LMU Munich | 2012 Germany
Frommlet
Thomas Klinikum 2010 Inflammatory Assisten to the Germany
Ochserkiihn | Grol3hadern bowel disease Medical Director
Munich
Andreas Universitaet zu 2009 | Statist. approacheg EU FP COMed Germany
Ziegler Luebeck to genetic consortium core
epidemiology member
Bertram Max-Planck 2009 | Computational Germany
Muller- Institute of complexity issues
Myhsok Psychiatry, of wholegenome
Munich analysis of epistasi
Epistasis adjusted
for population
stratification
(2011)
Coding in epistasis
analysis (2013)
Stephan Technische 2009 | Optimal strategies | Lead toCORA Germany
Weidinger Universitaet for GWAs and
Muenchen allergy related
phenotypes
AnneLaure | University of | 2008 | SNR-SNP interact Germany
Boulesteix | Munich tionsin genome
(formerly: wide association
Sylvia Lawry studies
Centre for MS
Research) Handling rare

variants in genetic
association
screening or
disease prediction
random forests for
correlated data

(2010)

115150




Random forests for

interaction
detection (2012)
Thomas Klinik far 2005 | GA2LEN and Germany
Keill Padiatrie MS. follow-up
Pneumolegie European birth
und cohort projects
Immunologie
Berlin
Michael University of | 2004 | Integrating stem | EU FP COMed Germany
Rossbach Bonn cell knowledge in | consortium core
disentangling the | member
genetic basis of
human complex
diseases
George University of | 2017 | Population European Greece
Patrinos Patras pharmacogenomic{ Medicines
Agency;
Golden Helix
Foundation
Fabio 2016 | Quality of Life Head, Health Italy
Efficace Outcomes
Research Unit
Chairman,
Working Party
Quality of Life
GIMEMA (Italian
Group for Adult
Hematologic
Diseasep
Giovanni University 2008 | IgE in Verona Lead GEIRD Italy
Malerba Verona families study (PI: Roberto
De Marco)
Giovanna University 2008 | IgE in Coner Study ltaly
Albertini Bologna Bologna
Fabio Mediterranean| 2004 | Quality of Life ltaly
Efficace Institute of
Hematoelogy
Rome
Folkert 2014 | Exome sequence | Associate The
Asselbergs data and analysis | Professor of Netherlands
portal to the Cardiology
Netherlands University
Biobanks Medical Center

Utrecht, the
Netherlands
Adjunct Assistant
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Professor of
Community and
Family Medicine
in Epidemiology,
Dartmouth
Medical School

Jelle Radboud 2014 | Multiple testing for | Professor in The
Goeman University omics data Biostatistics Netherlands
Nijmegen
Leon de Maastricht 2012 | Omics integration | Cardio as examplg The
Windt University in practice to showcase Netherlands
particular WPs of
FP7 project
proposal
(submitted 2011).
Continue the work
of COMED |
coordinated in the
contex of
aforementioned
FP7 proposal.
Sita Radboud 2012 | Multivariate The
Vermeulen | University Genetic Netherlands
team Nijmegen Association Studie
Medical
Centre/
Department of
Epidem.,
Biostatistics
and HTA
Gerhard Radboud 2012 | Machine learning The
Zielhuis / University in interaction Netherlands
Alejandro Nijmegen detection
Arias Medical
Véasquez Centre/
Departments
of Psychiatry
& Human
Genetics
Behrooz Z. | University 2012 | Modelbased The
Alizadeh Medical clustering for Netherlands
Center patient
Groningen, stratification
Rinse Groningen 2012 | GWAIsT an The
Weersma University example on RA Netherlands
Matty Maastricht 2012 | Mechanisms of The
Weijenberg | University adultattained Netherlands

height and cancer
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risk: the role of
early-life exposure
to energy
restriction and
genetic variation

Charlotte Division Julius | 2011 | Omics integration The
Onland CenterCli- Netherlands
Moret nical Epide
miology
UMC Utrecht
Chris Evelo /| Maastricht 2011 | QC in microarray The
Lars Eijssen | University- analysis Netherlands
BIGCAT
Omics integration
Philippe Maastricht 2010 | Applications in Directeur Medical | The
Lambin / University cardiovascular de la MAASTRO | Netherlands
Georgi disease CLINIC
Nalbantov
Paul Volders | Maastricht 2010 | Synergy between | Group de travaille | The
University the mathematical | élu réprésentatif a| Netherlands
and clinical aspecty ESC Council on
of cardiovascular | Basic
systems biology | Cardiovasclar
Science.
Ronald Maastricht 2010 | Setting up director The
Westra University exchange program| Biomathematics &| Netherlands
in bioinformatics | Bioinformatics
(First meeting: DKE-Mathematics
11/6/2010 in
Maastricht)
Olga University 2010 | Epistasis analysis | Lead toPIAMA The
Savenije / Medical on latent class Study data Netherlands
Marieke Center membership in
Bouzen Groningen asthmatics
Marieke Maastricht 2009 | Genetics of The
Pierik University inflammatory Netherlands
bowel disease
Andrew Erasmus MC | 2009 | Data analysis of The
Stubbs Rotterdam alternative splicing Netherlands
microarrays
Interpretation and
analysis of exon
array analysis
Lude Franke | University 2009 | Integrated analysis The
Medical Netherlands
Center Co-expression
Groningen networks
Aaron Isaacs| Erasmus MC | 2008 | Co-author on text The

Rotterdam

b o o ARo@dmap

Netherlands
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to Genetic

Association
Studies: Auser
oriented
Harold University 2008 | Statistical analysis The
Snieder Medical of genetic data in Netherlands
Center twins
Groningen
Clara Elbers | University 2007 | Genomewide The
Medical pathway analyigor Netherlands
Center Utrecht complex disease
analysis
Siem RUG 2006 | Pharmacogenomic| Senior Principal | The
Heisterkamp | University of Statistician at Nethetands
Groningen Organon/part of
Schering Plough
Research Institute
Dep. of Research
and Quantitative
Sciences
Yurii Erasmus MC | 2005 | Family-based The
Aulchencko | Rotterdam genetic association Netherlands
screening
Peter van der Erasmus MC | 2002 | Bioinformatics in | Director dept The
Spek Rotterdam Medicine Bioinformatics and Netherlands
founder Organon
bioinfor-matics
group
Tom 2014 | HLA-ILT4 binding Norway
Hemming scores
Karlsen
Marek Medical 2007 | Genetics of IgE GAZ2LEN partner | Poland
Kowalski University of using familybased | and data provider
Lodz design
Inge Breznik | National 2016 | Networking and Senior consultant | Slovenia
education Collaboration for music
institute through Music education
Slovenia
Tanja Kunej | University of | 2016 | Proteomics Dept of animal Slovenia
Ljubljana integration with science:
Bl O36s i 1 biotechnical
work (miRNA, etc) | faculty
Alenka University 2016 | GXE interactions | Assistent Professg Slovenia
Franko Medical
Center
Ljubljana
Tamara Lah | National 2016 | Cell-cell Director NIB,; Slovenia
Turnsek Institute of interactions Chairman of the
Biology science and

technology counci

119150




Eric Duell Cancer 2012 | Interaction studies | Unit of Nutrition, | Spain
Epidemiology T the E part in Environment and
Research GeneEnvironment | Cancer
Program interaction studies
Bellvitge
Biomedical
Research
Institute
(IDIBELL)

Catalan
Institute of
Oncology
(ICO)

Guadalupe | UPC 2009 | Erasmus exchangg Contrat bilateral | Spain

Gomez Melis| (Universitat program with entre UPC et ULg
Politécnica de Montefiore pour les années
Catalunya) académiques
Barcelona Spanish 20082013

Biostatistical Lifelong Learning

Network programme:
ERASMUS (signé
en 2009)

Nuria Makts | CNIO (Centro | 2006 | Association tests | EU FPCOMed Spain
Nacional de and software for | consortium core
Investigacione CNV analysis member
s Oncolé
gicas) Madrid MB-MDR bladder

cancer proof of
concept

Testing LeMoNe
on bladder cancer
data

Omics integration
in bladder cancer
(2012)

Malu Calle | University of | 2006 | Biostatistical « Contrat Spain

Vic, Vic statistical genetics:| bilateral» between
developments of | University of Vic
MDR based and ULg 2008
methodologies 2013
Erasmus exchangg Lifelong Learning
program with programme:
Montefiore ERASMUS
(signed in2009)
Manolis Institut 2006 | Genetics and Lead toECRHS Spain
Kogevinas | Municipal epidemiology of and SAPALDIA

d 6 | ngedds
Medica

asthma related

studies
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http://www.google.be/url?sa=t&source=web&ct=res&cd=2&ved=0CBsQFjAB&url=http%3A%2F%2Fwww.imim.es%2F&rct=j&q=IMIM+Barcelona&ei=pMj8S8q5DsTc-QaZyYjFCw&usg=AFQjCNFE6IMZrPCbN2EvURoXsxk9U4svgA&sig2=k4ye-zAnhCYHTF05FDEZhQ
http://www.google.be/url?sa=t&source=web&ct=res&cd=2&ved=0CBsQFjAB&url=http%3A%2F%2Fwww.imim.es%2F&rct=j&q=IMIM+Barcelona&ei=pMj8S8q5DsTc-QaZyYjFCw&usg=AFQjCNFE6IMZrPCbN2EvURoXsxk9U4svgA&sig2=k4ye-zAnhCYHTF05FDEZhQ

(IMIM -

phenotypes: data

Hospital del mining
Mar),
Barcelona
Nuria Perez | Fundacio de | 2005 | Practical and Spain
Lluita contra theoretical
la SIDA/ concerns related to
Universitat data below
Politecnica de detection limits
Catalunya,
Barcelona
lvo Gut Centre 2010 | Liaison activities | EU FP COMed Spain
Nacional de between Barcelong consortiumcore
Analisis (Spain) and Paris | member
Genodmico, (France)
Barcelona
Yudi Karolinska 2013 | Novel methods to | Department of Sweden
Pawitan Institutet detect interactions | Medical
Epidemiology and
Biostatistics
Charles Congenica 2017 | Clinical genomics UK
Steward
Steve Precision 2017 | Facilitating global UK
Coldicott Medicine collaboration about
Forum Precision Medicine
Tony London School 2012 | Omics integration | Bladder Cancer | UK
Fletcher of Hygiene and in practicei Case | Consortium
Tropical study: Cancer
Medicine
Ahmad Tariqg| Royal Devon | 2012 | Genetics of serious UK
andExeter adverse drug
NHS reactions
Foundation
Trust
Chris Haley | MRC Human | 2009 | Getting ready for | EU FP COMed UK
Genetics genomewide consortium core
epistatic member
association
screening Collective effort to
obtain funding for
anextensive
collaboration
between MRC nd
ULg on epistasis
Madan Babu | University of | 2009 | Structural UK

Cambridge

alterations and
single nucleotide
changes to better
understand

epistatic events
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Petra Wark | Imperial 2001 | Addressing UK
College former different aspects of
University of the relationship
Wageningen between risk
in the factors and
Netherlands molecular
alterations in
tumour tissue:
multivariate and
hierarchical latent
variable models
Erik Melen Karolinska 2005 | Evaluation of Gateway to the Sweden
Institutet, powerful BAMSE study
Stockholm methodologies to
detect gengene
interactions using
asthmarelated
phenotypes
Juni Medical 2005 | PHOEBE Directeur du Sweden
Palmgren Epidemiology Biobanking in Wallenberg
and Europe Consortium North
Biostatistics (WCN)
Karolinska Platform initiation | Bioinformatics
Institutet platform
Murielle Swiss School | 2006 | Genetic Switzerland
Bochud of Public epidemiology of
Health, cardiovascular risk
University of factors
Lausanne
Outside Europe
Maggie University of | 2016 | Interactions via tes| Center for Clinical| China
Wang Hong Kong statistc Research and
aggregation; Biostatisticsi
gateway to Asian
Devel opi neffortson
of all w ¢ Pancreatic Cancer
interaction Omics Research
detection tool
Serkey [.M. Sechenov| 2017 | Personalized / School for Russia
Suchkov FirstMoscow translational Pharmacy;
State Medical medicine Secretary
University General, United
Cultural
Convention

Cambridge, UK
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Ruslan Federal budgei 2015 | Molecular Russia
Ludannyy institution of diagnostics and
science central epidemiology
research
institute for
epidemiology
Youngja Korea 2016 | Pharmaceutical South Korea
Hwang Park | University research
Sejong
Campus
Taesung Seoul National| 2013 | Epistasis, omics | Bioinformatics and South Korea
Park University integration Biostatisticsi Key
lab in Asia
JinrYoung Seoul National| 2013 | Pancreas biomarkeg Coordinator of South Korea
Jang University discovery pancreas
Hospital multicenter
activities in Asia
Junghyun SK Telecom | 2013 | Biomarker Healthcare / South Korea
Namkung discovery using Bioinformatics
integrative omics
Michael Genome 2011 | Business Office of Business| Singapore
Rossbach Institute of development in Development
Singapore Liege / Asia
Peter Linsley| Elsevier 2017 | Science & Acquisitions USA
Technology Books| Editor
Kimberley Channing 2015 | Message passing USA
Glass Division of algorithms
Network
Medicine,
Boston
Micheal Cho | Channing 2015 | Integrative USA
Division of genomics
Network
Medicine,
Boston
Ruth Loos Mount Sinai 2014 | Application of in | Director of the USA
Hospital house DNA Genetics of
sequence analysis| Obesity and
techniques on real | Related Metabolic
life data (part of Traits Program, in
GIANT the Charles R.
consortium) Bronfman Institute
of Personalized
Medicine
Richard University of | 2012 | Subphenotyping | Inflammatory USA
Duerr Pittsburg via omics Bowel Disease
exploitation Genetic Chaire de

récherche

Co-Directeur et

directeur
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scientifique
Directeur, UPMC
Inflammatory
Bowel Disease

Jose Costa | YaleMedical | 2012| Omics integratiori USA
Group Bladder Cancer
Consortium
Nilufer o Clinic Dept | 2012 | Genetics of USA
Ertekin of Neurc Al zhei mer
Taner science disease: in search
for evidence of
epistasis
Tasha University of | 2011 | Geneenvironment | Depts.of USA
Fingerlin Colorado interactions Epidemiology and
Denver (collaborative Biostatistics &
methodological Informatics
effort with key Colorado School
players in and of Public Health
outside Europe)
Peter Kraft | HSPHi 2010 | Geneenvironment | Departmenif USA
Harvard interactions Epidemiology
University (collaborative
methodological
effort with key
players in and
outside Europe)
Channing Harvard 2010 Contacts USA
Laboratory | Medical Pharmacogenetics| Kelan Tantisira
Schooli
Harvard Effects of Gus Litonjua
University endotoxins and
fungi on asthma
Benjamin Raby
MB-MDR asthma
related phenotypes
using a variety of
cis- and trans
variants
The investigation
of in cis and trans
effects using MB
MDR
methodologies
(2011)
HSPH Harvard 2009 Initiative of the USA
Alums University Harvard School of
Network Public Health
Postdoctoral

Association (PDA)
to create a networ
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of HSPHpost
doctoralalumni

Winston HSPH, 2009 | Biological network | Second affiliation | USA
Hide Harvard systems SA National
University Bioinfor-matics
Insitute,
University of
Western Cape neg
Cape Town, South
Africa
To date: in the UK
Chris HSPH, 2009 | Computational USA
Huttenhouwe| Harvard Biology and
r University Bioinformatics for
large collections of
genomic data
Marylyn Vanderbilt 2008 | MDR and MB Envisaging post | USA
Ritchie University (to MDR doctoral exchange
date: Penn developments in the future
State)
Fernando Arizona 2008 | Clinical Access tabGaP | USA
Martinez Respiratery interpretation on | SNP Health
Center, asthma data from 3 Association
University of networks: CAMP, | Resource
Arizona, CARE nd ACRN | (SHARe) Asthma
Tuscon Resource Project
Epistasis screening (SHARP)
on aforementioned| [request #4361
Share Consortium | approuvé 2009]
data
Todd Vanderbilt 2008 | MDR extensions | Gateway to AFDS| USA
Edwards University (Amish Family
(formerly Diabetes Study)
Miami Gateway to
Institute of Par ki nso
Human diseasalata
Genomics)
Benjamin HMS, Harvard | 2003 | CAMP: Childhood | Longitudinal USA
Raby University Asthma measures of
Management asthma phenotype
Program
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6th Framework European Programmietwork of Excellenc&A?LEN:

My position in the European Network GA2LEN has allowed me to obtain a |
view on the general functioning of networks on an international scale, on Eul
regulations, on the different layers of a network, on etgry single unit within i
network is important in order to guarantee a global success.

My responsibilities during the period 202507

1 Specific management activities as a project manager for the University G
(e.g, managing official incoming and going documents and contracts)
1 Involvement in global nosscientific work packages such as structural
integration, training and educat.
1 Involvement in scientific work packages, offering statistical insights and
expertise, as well asglobal view on IP in Europe:
o Draft project proposals for GREN sustainability:
A FP7 (European 7th Framework Programme)
A Crédit de démarrage ULg: R.CFRA.0141
0 Assistance in questionnaire development issues based on experience
EORTC(European Organization of Research and Treatment of Cance
data management center
0 Honorary researcher in (bjstatistics (the analysis of multenter cohort
data) and genetic linkage and association studies
A co-author of submitted publication
A researchsty s at partneros institu
A jointly developing gengene interaction methodology
A jointly developing strategies to deal with informative missing
marker information
0 Setting up a collaborative effort to use farriligsed genetic asciation
tests on multiple IgE measurements (Crédit de démarrage ULQ:
R.CFRA.0141)

BIOSTATNET:

| have commited myself to participate in the ComplemerAation:. A Bui |
A Biostatistics National Network (Formacidibe Una Red Nacional C
Bi oestad2stica)o with Professor C
Santiago de Compostela) as principal investigator and Guadalupe Gome:
(Universitat Politecnica de Catalunya) as principal investigator of the
CatalinyaBcn in the Subprogram of Complementary Actions for Nariented
Fundamental Research Projects, Type B: Officialipproved actions ¢
technicalscientific  character, networks (Subprograma de  Accion
Complementarias a Proyectos de Investigacion Fuadth no orientad:
Modalidad B: Acciones concertadas de caracter scientémuco, redes)This is
part of theThird Call of the Program of Fundamental Research Projects fol
the VIth National I+D+l Plan 2008-2011 {Tercera Convocatoria del Programa
Proyectos de Investigacion Fundamental del VI Plan Nacional de [+D+i-:
2011).
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TranSYS: Bringing together industry

Consortium composition and sep

Input Management ----------------- Coordination Output
Training

BASIC SCIENCE TRANSLATIONAL SCIENCE

Data understanding phenomena turning basic research into utility
Health & QL QL
UNIMAN (UK) DELOITTE (NL) (NL) EMC (NL)
challenges vy MM concenca(uK) e e S
ULUX (L) QIAGEN (DK) / GHXF (UK)
WP1: Preclinical Science \\ WP3: Targeted Therapeutics
Market & Molecular Medicine
CLINICAL TRIALS
puII \ ) investigating clinical utility
@ {Q} ﬁm 1: FIT FOR PURPOSE BIOMARKERS
KUL (BE) EMC (NL) DELOITTE (NL) 2: THE EFFICACY PARADIGM
Research v B I it R
qu estions o (ee) SloMAx (08) 4: CTs FOR PERSONALIZED MEDICINE
WP2: Systems Analytics Dedicated Courses
Dissemination
Abstract

In order to put Europe at the forefront of precision medicine, giving less wei
economic sales increases and more weight to which patients to target to ach
best medical results, paradigm shifts are needed. These should be characte
significant scientific multifaceted knowledge and a scientific spirit that all
bridging different primary interests, cultures and work flows, hereby represt
the important checkoints in the R&D process of bentitbedside science. O
ETN aims to indue such paradigm shifts by bringing together leaders in Precl
Science & Molecular Medicine, Systems Analytics, and Targeted Therap:
both from academia and the private sector, with the aim to induce a-Iviginkyd
workforce of next generatiorcientists, with the right mindet, knowledge an
skills, at the interface of Translational and Systems Medicine.

d) Competenced: AWoman of enterprised

Founding a new SME

1 | was cefounder, ceowner and scientific director of the SME StepGen, cvba,
from January 2006 till January 2009. During this period, StepGen was
acknowledged as a spaif of the Ghent University and as an official
Collaborating Centre to GAEN.

1 In themeantime the first efforisave beemade to set up a new company
(StepGefl®) or more formal consultancy unimder the auspices of Uland
in collaboration with Dr Michael Rossbach (Singapore Human Genome
Center). A business plan has been worked dut.consultancy charter which
servel as a basis can be downloaded fromw.montefiore.ulg.ac/~kvansteen

See alsdll.2. fyKnow-h ow ficreating a culture of
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e) Competenceb: Critical attitude

depending on time availability.

Couvreur.

1

9 Since 2014 | am an expert evaluator for COST Etansdomain projects

1 In 2016, | accepted an invitation from the European Research Council (ERC) to
participate in the peer review of the scientific proposals submitted to the |ERC
Consolidator Grant "2016 Call for Proposalsly name was recommended by|a
group of experts in my field of research. This group was chaired by Patrick

Referee jobs for scientific journdlsclude

Allergy (editorial board) 1 European Journal of Human Genetics
American Journal of Human Genetics 1 Genomics and Informatics (editorial board)
American Journal of Respiratory and Critical 1 Human Genetics

Care Medicine 1 Human Heredity

American Journal of Epidemiology 1 Human Mutation

Applied Statistics. 1 Hypertension (statistical genetics statistical
Australian, New Zealand Journal $fatistics consulting editor)

BioData Mining 1 Journal of Allergy and Clinical Immunology

Bioinformatics
Biometrical Journal
Biometrics medicine

BMC Genetics New England Jo
BMC Bioinformatics

Briefings in Bioinformatics

Clinical Endocrinology

Computer methods and programs in
biomedicine Molecular Biolog
Emerging Themes in Epidemiology
European Journal of Emdhiology

= =4

PAI
Respiratory Med

= =4 =4 - -4

=

Referegobs for funding agencies include

Interdisciplinary expert evaluator for ERC (ERC2016 open calls)
Expert evaluator of bioinformatics call within WANSP (Belgium)
AEREST evaluation of INSERM unit U 946

Journal ofClinical Bioinformatics
Journal of clinical pathology and forensic

urnal of Medicine

Nucleic Acids Research

icine

Statistical Applications in Genetics and

y Statistics in Medicine

Statistics in Medicine (associate editor)

Interdisciplinary expert evaluator for TraB®mainProposals (COST open calls, since 2014)

Al zhei merd6s Association International Research
Admission to PhD or postoc programs in Africa, Australia, Canada,it@erland, UK

ATIP-Avenir - to evaluate projects from young scientists that wish to start their own independent

laboratory; commissions organized by CNRS and INSERM France

(commitment from 2014 onwards)

Czech Science Foundationmain public funding agendn the Czech Republic supporting all areas

of basic scientific research (commitment from 2014 onwards)
Dutch Biometry Award

Estonian Science Foundation (ETF)

FP7 systems biology

FWO Vlaanderen (Fonds Wetenschappelijk Onderzoek) / FNRS (Fonds de la Recherche Scientifique)

Icelandic Research Fund for Graduate Students
Israel Science Foundatiergrant proposal no 1190/665.6
APrOntswi kkeli ngssamenwer ki ngo

(external academi
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f) Competences: Communicative and listening comprehension

Apart from teaching and student coaching activiteeg., responsible for the well
being of VLIR students at Ham$ University during 19922003) | have made
several contributiosito the dissemination of science, using different channels,
including:

1 StepGen CVBA (as a member of BioFlanders).

1 UZ Ghent consultant (via a customer oriented approagtlighting the
potential of available data).

1 BioScopelT involvement (participation in work shops and bridging the gap
between industry and academia).

1 GAZLEN (involvement in work package on dissemination).
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\ l11.5. Miscellaneous

a) Computer skills

1 Statisticall Computing environments: extensive uséioktatistical software
includingSAS, SPlus and R, Gays3TATA, SPSS; Developed skills in
several genetic software environmeimsluding FBAT and PBAT, Golden
Helix, Genehunter, MEGA2 (Manipulation Environment for Genetic
Analyses) ¢é

1 Programming Pascal, Perl

1 Applications: LaTex, common Windows databas®jousspreadsheet and
presentation software

1 Operating systems: Windows, UNIX/Linux

b) Betatesing
for a variety ofsoftware package#cluding

¢ MDR related software, MBVIDR
¢ GoldenHelix T PBAT modules
1 Biofilter

c) Language proficiencies

Dutch: F'languaggCEFR levelC2)

English: 29 languaggC2)

French 3rd languagéin practice: 4 languageB1)

German 4th languagein practice: 8 languageC1)

3rd cycle educational training: Russian elementary knowledge;NBK
Sint-Niklaas 19911993(CEFR levelAl)

=A =4 =4 -4 =4

d) Breaking down boundaries

Professional evaluation based on
Styles Technologyo devel oped by Pg
communication style which allows me to excel in:

planning,

scope development,

strategic thinking and planning,
creativity.

= —a —a -—A
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APPENDIX 1:

Research infrastructure and scientific animation

a) Internal and external evaluation about implemented research infrastructure at BIO3

Scientific advisory board evaluation of GlI&3ystems Biology & hemical Biology

Statistical genetics (K Van Steen)
The group’s research interest is in developing bio-statistical techniques and their applications in the

fields of human genetics, genetic epidemiology and public health.

The group’s publication record is impressive, containing several papers in the top forums and many
papers where Van Steen is the main Pl. The performance is outstanding, in particular given that the

group is young and the Plis in the process of consolidating her group.

The success brings with it the biggest challenge of the group, of how to manage the growth and avoid
the Pl becoming a full-time manager. The Pl reported on innovative management methods, and the

strategy is clear and focused, giving faith that the outcome of the challenge will probably be positive.

The SAB particularly welcomed the open and active attitude of the group towards collaboration,
actively seeking opportunities and establishing links useful for both recruitment, funding, and
research opportunities. This attitude should be encouraged and rewarded in other groups as well.
Note that seeking of opportunities does not imply diversification of the research agenda; a clear and

focused but dynamic strategy helps there.

In summary, this is a young group with outstanding merits and potential, a worthwhile investment in

any research centre.

Reviewers in the 2013 evaluatiaharles.pineau@insermfa muel . kas ki @aal t o. fi , ol af
rostock.dephilippe.minard@upsud.fruddy.wattiez@umons.ac.be

Evaluation team management and research organization as perceived hy GIGA

Sujet: Congratulations !l!

De : Louis Wehenkel <L.Wehenkel@ulg.ac.be>

Date : 2/07/2013 20:39

Pour : Kristel Van Steen <kristel.VanSteen@ulg.ac.be>

Dear Kristel,

This is just to let you know that in my opinion you did really a great job for this
TRU evaluation.

I think that your presentation is an EXAMPLE of professional thinking about how to
focus and manage research, and I can say that many others were indeed impressed as
well about this.

Best wishes,

Louis

Louis Wehenkel : at that time Director of GIGRA Systems Biology and Chemical Biology
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b) PhD student evaluationi progress during PhD training

Thefollowing questions are based on an existing questionnaire from Bristol and have been

testrun by me in the ITN MLPM for whichwasstudent deanThey are now part of the

BIO3 team repository.

SELFEVALUATION FORM
GAINING INFORMATION AND KNOWLEDGE

I am very uncertain about how
to find information in a library

I am able to find the precise
information | need in a library
quickly and efficiently

| do not have an effective
method of recording

2 | information | have gained from
reading

| am able to record information
gained from my reading which is
easily accessible when | need it

| do not have an effective
method for recording

3 | information presented by tutors
in teaching sessions

| am able to record information
gained from tutors in teaching
sessions which is easily accessible
when | need it

| find it difficult to summarise
the salient points of what |

| am able effectively to
summarise the central points of

need for exams, essays, etc.

4 have found out the information | have
| find it difficult to remember I never have difficulty
5 key points and arguments | remembering the information and

arguments | need for exams and
essays etc.
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SELFEVALUATION FORM

PROBLEM SOLVING

| find it very difficult to identify | am confident that | can focus
the important constituent parts immediately on what is important
12345

of a problem about a problem

| rarely see the causes and | am able to suggest likely causes

effects which exist in any but and effects in complex problems |

. 123405 .

the simplest problems am presented with

| am often confused about what | quickly identify what is relevant

is relevant and irrelevant with in any new topic area

dealing with topics that are 12345

unfamiliar to me

| often find it difficult to use the I am confident in my ability to

information | have to reach produce and defend the

conclusions 12345 conclusions | reach based on my
own research

| rarely see how problems links | am quick to see how problems

to other issues and situations 12345 link to other issues and situations

| find | very difficult to | am usually able to identify the

distinguish what is unique in a unique features of a problem as

L 12345 -

problem form what is similar to well as those that are similar to

other issues and situations other issues and situations

| use information from very few | am confident in bringing a

sources to generate my 12345 diverse range of evidence and

conclusions / solutions experience to bear when solving
problems

| rarely question authoritative | am always ready to challenge

views on a topic 12 3 45 received wisdom on any given
topic
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SELFEVALUATION FORM

COMMUNICATION

| hardly ever give an opinion in | am always ready and willing to

an academic discussion 12345 give my views

| find it very difficult to put over | am confident of my ability to

anything more than a simple present complex arguments in

argument in academic 12345 academic discussion

discussion

| rarely challenge the views of | frequently challenge others to

others in discussion 12345 substantiate their views in
discussion

I am very unskilled in Questioning others so that they

guestioning others in order to are able to be clear about the

get them to clarify what they 12345 points they are making is one of

are saying the skills I am proudest of

| am not confident about | am confident of my ability to

making a formal presentation 12345 give an interesting formal
presentation

I usually find it difficult to Others often compliment me on

express complex thoughts in 12345 the quality of my written work

writing

I do not really know how to I am confident of my abili ty to put

present an argument in essay 12345 forward complex arguments in

form essay form

| am unsure what is appropriate | instinctively use the right kind of

or inappropriate language for 12345 language when writing an essay

essays

| am not confident of how to | am able to use the information |

use information | have have researched both to support

researched to support points | 12345 points | want to make and as a

make in an essay material to criticise
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SELFEVALUATION FORM
PERSONAL EFFECTIVENESS

| often feel | have too much

| cope well with the workload |

1 | work to do 12345 have
| find it hard to decide what is | have no difficulty prioritizing my
2 | important 12345 workload
There is never enough time to | know how to plan my time so
3 do well all the things | need to 12345 that | achieve what | have to do
do
| rarely ask for help or support | frequently seek the support of
4 when | am overwhelmed 12345 others to help me manage my
workload
| rarely offer comments to | am always ready to offer
5 | others about their performance 12345 constructive feedback if it is
sought
| do not like my peers criticizing | welcome feedback from others
6 12345
me to help me learn and develop
When members of a group | am | see myself as a competent
7 | inare in conflict | make it a 12345 mediator in group conflict
point not to get involved
| believe that little good arises | believe that most conflicts can
8 | from conflict 12345 enable us to learn and develop if
handled positively
9 I dondt really 12345 | can work effectively as part of a
of a group group
I dondt really | believe that by sharing their
10 | knowledge and skill with others 12 3 45 learning all group members learn
and develop more effectively
| rarely set myself clear | usually set myself clear
11 L 12345 - )
objectives objectives for all important task
| rarely give any thought to | often reflect on events | have
12 | what went wrong or right in the 12 3 45 been involved in order to learn
past and develop
| am often confused about | am clear about where | stand
13 . . 12 3 45 L
ethical and moral issues on most moral and ethical issues
| often find it difficult to defend | welcome challenges to my
14 . . 12 3 45 . .
my moral and ethical views moral and ethical views
| am unable to make accurate | can make accurate judgements
15 | assessments of my own 123 45 about my strengths and
strengths and weaknesses weaknesses
My assessment of the strengths | am usually very accurate in my
16 | and weaknesses of others is 12345 assessment of other strengths

usually inaccurate

and weaknesses
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SELF-EVALUATION

PROGRESS
Gaining | have not made any | have made good
information and progress at all since the progress since the last
knowledge last evaluation evaluation

Problem solving

I have not made any
progress at all since the
last evaluation

| have made good
progress since the last
evaluation

Personal
effectiveness

| have not made any
progress at all since the
last evaluation

| have made good
progress since the last
evaluation

Communication

I have not made any
progress at all since the
last evaluation

| have made good
progress since the last
evaluation
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c) PhD student evaluationi towards a postdoc position

The following questions ar@ften asked to me when future employers inquire about skills and
competences applicants for postloc positionsThese questions now serve as a guide for
BIO3 PhD students.

Was X reliable?

Was X always on time for meetings, met deadlines without keGub
Was X productive with his/her time?

Did his/her project progress at or above the speed you expected?
Was X focused and stayed on track?

Was X weltorganized?

N o g M wDd e

Was X able to manage his/her own time and retrieve information/data/results for
othishers easily?

o

What level of expertise did X reach in his/her area of study?

9. How would X compare to others at the end of their degree in familiarity with
concepts, literature, and ability to apply approaches to new problems or datasets?

10.Was his/her work i@oducible?Did X keep lab notebooks/script annotations/log
files that were sufficient for someone else tareate his/her work?

11.Did you ever have reason to doubt his/her results or data due to either technical or
ethical concerns?

12.How meticulous and detadriented was X?

13.Did X have the appropriate insight in application of analyses to real datasets to
identify and solve errofs

14.Was X the kind of student to ask very insightful questions, to demonstrate that X
understands the big picture of his/her field as well as the methodological details?

15.Did X have any especially creative ideas for his/her project that worked out?

16.Did X seem to love his/her work?

17.Was there one particular aspect that seemed to light X up?

18.Was X a selistarter,

19. sel-motivated,

20.independent?
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d) Postdoc evaluationi guiding questions

1. Ability to supervise: how would the ability of the candidate to organize, plan and
take the lead be rated?

2. Client Service: are clients satisfied with the delivery of the product (i.e., analysis)?

3. Personal Appearance: wh a tpersomalmppeasasce on do e
make?

4. Personality Characteristics: how would their ability to get along with others be
rated?

5. Growth Potential: does this person have the ability to teach and lead others? Are
they able to learn and adapt quickly?

6. Safety & Office Appearance: does this person demonstrate an ability to follow the
rules? How well do they look after the equipmentffice space they are provided?

7. Attendance: does this person show up for work, or are they routinely absent without
permission?

8. Stability, Personality: how stable is this person? How do they deal with pressure?
How confident do they appear? How would tliegcribe their predominant mood?

9. Attitude: how willing is this person to carry out instructions and cooperate with you
and fellow employees? Are they a team player?

10. Ability to change: is this person able to adapt to changing conditions and learn
quickly?

11.Initiative: to what degree does this employee think constructively and take
appropriate action? How much supervision does this person require? Are they fair
and balanced in decision making?

12. Dependability: how much does this person work conscienti@mlyin line with
instructions? How much do you have to check and verify their work?

13. Quantity of work: is there a satisfactory amount of output? Do they over promise or
under deliver? Are they slow or do they work hard and turn out more work than
required?

14.Job Knowledge: to what level do they understand all phases of work? Do they excel
at the job or do they lack knowledge in the job or certain areas?

15. Quality of work: is there a consistent level of performance in meeting or exceeding

guality standards?
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APPENDIX 2:

Complete list of submitted projects as coordinator or invited partner

Year of Type Title / Description Function Funding Status
submission
2018 H2020 Translational Coordinator | Staff and Insufficient
MSCA-ITN- SYStemics: (KU operational | Score of
2018 (ETN) Precision Leuven) costs 92.6 (will
Medicine at the be
Interface of resubmitted
Translational in 2018)
Research and
Systems Medicing
(TranSYS)
2018 E-Rare3 JTC | ENSomics: Partnerand | Staff and Pre
2018 Making SENSe of| WP leader | operational | proposal
HSCR associated o n i Mu| costs not
with Enterocolitis | omic accepted
integrated
approaches
to discover
the cause of
HSCR and
HAEC and
| BSO
(coordinator:
Robert
Hofstra,
Erasmus
Medical
Center)
2018 H2020MSCA- MLFPM: Machine Partner node | Staff and Accepted
ITN-2018 (ETN) | learning frontiers in | leader operational
precision medicine (coordinator. costs
Karsten
Borgwardt
_ ETH Zurich)
2018 TELEVIE Molecular drivers and Co-applicant | Staff and Pending
markers of pancreatiq operational
cancer initiation and costs
progression: a
translational and
multidisciplinary
approach
(continuation of
TELEVIE 2016
grant)
2017 ERA-NET / PaCabDiag: Partner / Staff and Full proposal
TRANSCAN-2 Combining biomarker responsible for| operational - not accepte
(Minimally and signatures for a data integration costs
norrinvasive highly accurate
methods for early| diagnosis and
detection and/or | prognosis of
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progression of

pancreatic ductal

cancer) adenocarcinoma
(PDAC) from serum
sample analysis.

2017 EOS Uncovering secrets o] Partner (with | Staff and Not accepted

diabetes by finding | Yves Van de | opertional
the treasure trove of | Peer; costs
ihi ddend b coordinator:

(CG_Dia) Frans Schuit)

2017 HDHL-INTIMIC | F.C. IBS: Low versus| WP leader Staff and Full proposal
Call for Joint high fermentable operational i not
Transnational Carbohydrate diet in costs accepted
Research Irritable Bowel
Proposals on Syndrome: who may
Al nt er r e| benefit?
the Intestinal
Microbiome, Diet
and Heal

2017 FWO SPECIAL- Promotor Staff and Not accepted

Structured operational
Populations in costs
Emerging Cohorts vig
Interactive AnalLysis
2017 FNRS PDR TRANSPIReS: Promotor Staff and Rated:
TRANSslational operational excellent;
Systemics to Stratify costs decision:
Patients and to asses rejection due
Risk Scores to lack of
funding at
FNRS)
2017 WELBIO - SGR | 2-DESTInCT: Promotor Staff and Accepted
DEtecting operational
STastistical costs
INteractionsin
Complex Traits
(follow-up to
DESTInCT)

2016 H2020MSCA- Machine learning Partner node | Staff and Not accepted
ITN-2017 frontiers in precision | leader opertaional

medicine MLFPM (coordinator. costs
Karsten
Borgwardt
ETH Zurich)

2016 HORIZON2020- | ORUS: Multisources| Partner at Staff and First-stage
SCLPM-02- data integration in coordinating operational proposal not
2017: New Ophthalmology office costs accepted
concepts in Research: towards
patient clinical Use for
stratification patient Stratification

and management

2016 FWO Data integration to Promotor Staff and Not accepted
mine the druggable operational
genome to enhance costs

personalized disease
management cancer
patients with
pancreatic ductal

adenocarcinoma
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2016 AARG Largescale Promotor (with | Operational LOI not
( Al z hei m assessment of JeanClaude costs accepted
Association epistasis in latenset | Twizere and
Research Grant) | Alzheimer Disease | Kristel
susceptibility using | Sleegers)
integrated approache
- ADIOMIX
2016 FNRSCDR SysMedPC Promotor Operational | Accepted
costs
(sequencing)
2016 MARIE Crossing border Committed To be Not accepted
S K G O D OWS| borderregion partner to the | determined
CURIE (CBBR) CBBR (entered the
ACTIONS - programme project at later
COFUND (providing stage)
training to
visiting
students)

2016 ARC Enhancing molecula| Promotor (with | Operational Preproposal
reclassification  ang Vincent Bours | costs not accepted
detection of replicablg and Jean
largescale epistasi{ Claude
susceptidity in | Twizere)

Pancreas Ductsg
Adenocarcinoma i
towards integrate
interactome maps fo
PDAC therapeutig
targets (IN2PDAC
ULG)

2016 TELEVIE Moleculardrivers and| Co-applicant | Postdoc Accepted
markers of pancreatiq
cancer initiation and
progression: a
translational and
multidisciplinary
approach (promotor:

Ingrid Struman, ULg
i GIGA)
2015 JPI Healthy diet | DOMINO: Dietary Partner To be Not accepted
for a Healthy Optimizaton of Host determined
Living Microbiome (entered the
Interactions: project at later
Targeting the gut stage)
brain axis for healthy
living and disease
Prevention

2015 FNRS PDR P-STRUCCT: Promotor Staff and Not accepted
Molecualrstrata of operational
patients and costs
populations

2015 WELBIO - SGR | DESTInCT: Promotor Staff and Accepted
DEtecting operational
STastistical costs
INteractions in
Complex Traits

2015 TELEVIE PDAC-xome Exome | Promotor Operational | Accepted
Sequencing in costs (reduced

budgeti no
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Pancreatic Ductal

human

AdenoCarcinoma resources)

2014 ARC Systems biology Partner Staff and First stage
approaches for (promotor: operational proposal
deciphering gene Bernard Peers)| costs not accepted
regulatory networks
in pancreatic cells

2014 HORIZON2020 | Integrative Systemy Partner Staff and First stage
Biomedicine Study in (promotor: operational proposal
Systemic Anavaj costs Not
Inflammatory Sakubanthai, accepted
Response Syndrome| France)

2014 EQUIP 2014 Projet GMW- Partner Letter of

(RW-DGO6)- Génomique Médicale| (promotor: intent-
Projet dans la en Wallonie Michel accepted)
thématique promotor: Michel Georges)
ESFRIELIXIR Georges
2014 InfectERA (2 Genomic Partner Staff and Not accepted

call) Epidemiology and (promotor: operational

Evolution study of Anavaj costs

Enterovirus 71 Sakubanthai,

(acronym: EVENt) France)

2014 HORIZON2020 | PAncreas Cancer| Partner Staff and First stage
risK: INtegratinG datg (promotor: operational proposali
towards a predictivg Nuria Malats, | costs accepted; Full
model @cronym:| Spain) proposal not
PACK-Ing) accepted

2014 HORIZON2020 | Skin barrier in health | Partner Staff and Not accepted
and disase (acronym| (promotor: operational
HEALSKIN) Stephan costs

Weidinger,
Germany)

2014 HORIZON2020 | Fostering advanced | Partner Staff and Not accepted
Analytical Clinical (promotor: operational
Environment using Peter van der | costs
Integrated Spek, the
Technologies Netherlands)

(acronym: FACEIT)

2013 Internal In the context of External Not accepted
Maastricht starting a Systems partner in the
University grant | Biology Institute in context of
proposal Maastricht. Entails Astrate
i Ma CS Bl Of three research las, allianc

AMet abol i ctheproject
Pat hwayso,

APhyl ogene

and fANet wqg

structure and

compl exi ty

2013 Advanced model External Not accepted
selection issues in partner
statistical genetics (promotor:

Florian
Frommlet
Center for
Medical
Statistics,
Informatics
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and Intelligent

Systems
Medical
University of
Vienna)
2013 FNRS projet de | SegBased Clustering| Promotor Postdoc for 2 | Not accepted
recherche for Association years
2013 FWO Study of the Supplier Not accepted
onderzoeksprojed interaction between | (copromotor of (based on
the intestinal mucosa| phd student) 2012
and microbiota in submission,
patients with supplemented
inflammatory bowel with
disease microbiome
data analysis)
2012 FP7-PEOPLE Machine Learning for| Partner Phd student | Accepted
2012 Marie Personalized (representing | exchange
Curie Initial Medicine ULg) + within the
Training Network St ud e nt|consortium
Promotor:
Karsten
Borgwardt,
Max Planck,
Tubingen,
Germany)
2012 FNRS projet de | Multimodal models off Co-Applicant | Staff (post Not accepted
recherche Al zhei mer 6 doc) aand
Parkinson© operational
evolution: applying costs
multivariate analysis
to demographic,
clinical, brain
imaging, gengc and
proteomic data
2012 FNRS projet de | Robust Machine Promotor Postdoc (2 Accepted
recherche Learning Forests in years),
Network Construction doctoral
for Integrative Omics student (4
Analyse years), and
functioning
budget
2012 FP71 STREP Virtual intensive Partner Staff support | Not accepted
ICT care patient (VIP) Promotor: and (based on
Marc Ramon | functioning 2010
(Department of submission)
Computer
science KU
Leuven)
2012 Wetenschappelijk| Proton pump Responsible Staff support | Not accepted
Fonds Willy inhibitors and gastro | applicant and
Gepts intestinal flora. (together with | functioning
(WFWG) Yvan
Vandenplas
and Jeroen
Raes)
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2012

FWO
onderzoeksprojed

De r ol vV an
binnen inflammatoire
darmziekten: an
integrated view

Co-promotor
Promotor:
PaulRutgeerts

Shared PhD
student

Not accepted

2012

Zwaartekracht
programma van
NWO

Genen,
omgevingsfactoren e
inflammatore
darmziekten; een
Akep eiprag
(Genomgeving
interactie in het
ontstaan en
ziektebeloop van
IBD)

Partner

Accepted

2012

COST (29 stage
proposal)

An integrated
European platform fo
pancreas cancer
research: from basic
to clinical and public
health interventions
for a rare disease

Partner
Promotor:
Nuria Malats
(CNIO,
Madrid, Spain)

Travels,
training,
stages,
workshops,
conferences

Accepted

2012

ARC2012

Molecular dissection
of inherited
predisposition to
inflammatory bowel
disease (IBBULG)

Partner

Staff member
(total budget:
1250000
EURO)

Accepted
(reduced
budget)

2011

FNRS projet de
recherche

Developing novel
omics integration
methods to enhance
prediction of complex
disease traits

Promotor

Staff and
functioning

Not accepted

2011

FPZHEALTH-
2012
INNOVATION-1

COMID:
Development of
statistical tools to
integrate multiomics
data for improved
diagnostics of
complex diseases

Promotor

Not accepted

2011

FP71
HEALTH.
2012.1.21

PANACEA:
Development of toolg
and guidelines to
biopharmaceutical
treatment of chronic
inflammatory
diseases through
innovative patient
stratification and
therapeutic drug
monitoring

Partner
(promotor:
Prof Dr A Gils
T KUL,
Belgium)

Not accepted

2011

FP7-HEALTH-
2012
INNOVATION-1

IMPLUCE:
Integrated Profiling in
Ulcerative Colitis and
Crohnds di
European patients

Partner
(promotor:
Prof. Paul
Savelkoul PhD
VU University
medical center,
Amsterdam)

Not accepted
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2011 HEALTH. IBD-PROT: Partner Not accepted
2012.2.1.141-B Proteomic/Peptidomiq (promotor:
technology applied | Maria Gazouli,
for the development | PhD,
of a friendly to use University of
platform Athens)
targeting highly
analytical diagnostic
investigation of
Inflammatory Bowel
Diseases
2010 FNRS projet de | Integrated complex | Promotor Postdoc (2 Accepted
recherche traits epistasis kit years),
doctoral
student (4
years), and
functioning
budget
2010 FNRS projet de | Optimizing and Promotor Staff and Not accepted
recherche developing robust operational
genegeneinteraction costs
detection methods
using random
rotations of the
database
2010 Mandat de post | Associations Group Leader | Postdoc Accepted
doct or at | génétique des taux
pour chercheur |d61 gE dans
étranger échantillons de
populationset de
familles mis en
commun.

2009 ARC2010 Strategies with Promotor Staff and Not accepted
medical applications operating in last phase
for the identification costs
of genegene and
geneenvironment
interactions and
multiple causal
variants with complex
phenotypes.

2007 Crédit de Association génétiquq Principal 88 000 EURO| Accepted

démarrage des t aux d Investigator
R.CFRA.0141 spécifiques totaux et

sériques dans des

échantillons de

populations

caucasiennes et de

familles mis en

commun

2007 Beques de recerc| Strategies for the Host Institute: | 2 250 EURO /| Accepted

per a identification of University of month (Only 3 out
professors/resi | genetic variability Vic, Spain of 4 months
investigadors/res | associated with were taken
visitants a complexphenotypes. up, in order to
catalunya (piv be able to
2007)- nam. fullfill the
expedient: 2007 new
piv 10018 commitments

made at ULQ)
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2007

FWO
onderzoeksprojed
G.0.410.08.N.10

Development of
prevalence ad
determinants of
asthma, COPD and
allergies among
adults in Flandersa
follow-up study of the
European Community
Respiratory Health

Survey (ECRHS)

Co-promotor

(Promotor:
Joost Weyler,
UA, Antwerp,
Belgium)

2008: 27000
EURO
2009: 22000
EURO
2010:22000
EURO
2011: 10000
EURO

Accepted
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APPENDIX 3:
Letters of supporti level of full professor

a) Max Planck, Munich, Germany

Max-Planck-Institut
tiir Psychiatrie

Letter of reference for Prof. Dr. Dr. Kristel van Steen

It is with utmost pleasure that I am writing this letter of recommendation for Prof Dr. Dr.
Kristel Van Steen in support of her application for full professorship.

I have kmown Kristel for some eight years by now, collaborating with her at first in the field of
the analysis of gene-gene interactions, which has now grown into a more general theory and
application framework for the analysis of interactions across and between -omics strata. She
has always impressed me with her extremely deep knowledge and understanding of the
subjects at hand coupled with a very clear sense of the needs of real data analysis.

At the same time she is extremely good at dealing with people, be those students or
colleagues, a combination not very often found at all. We are jointly serving as students’ deans
on our EU-funded ITN network on machine learning in personalized medicine.

Her CV is clearly excellent, she has written and continues to write many and wvery first class
publications, reaching into the very highest journals in doing so. This happens both in the
areas of original research as well as reviews and guidelines, which again emphasizes the dual
strength and focus on both depth and capturing real life needs, something absolutely
necessary to make applications of her research a success. The absolute number, impacts and
statistics about her publications are clearly first rate, she has spoken at many conferences,
again showing her ability to clearly also communicate her research and her grant support also
has been continuous and growing,

In the research world in our disciplines she is in the highest regards, having served and still
serving in a variety of very important functions in the relevant societies both at the national,
European and international level,

i K
Kraspainstr. 2-10 Tel:  +49(0)59 306220 Infogpsych.mpg.de t@ |
D-B0804 MOnchen Far  +49{0)59 30622-505 www. psychumpg.de \qt‘_‘.d'/'
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