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Q&A 

 

(5 points; indicate all correct answers; a correct set of answers given to a question adds up your 

score with 1 point – there is no penalty; questions are quite similar to exam multiple choice 

questions) 

 

1. Under Hardy-Weinberg Equilbrium (HWE), the likelihood of an individual in a population carrying 

two different alleles of a human DNA marker, each of which has a frequency of 0.2, will be 

a. 0.4 

b. 0.16 

c. 0.08 

 

2. The power of a genome-wide association analysis is affected by 

a. the design (family, case-control, cohort) 

b. genetic effect size 

c. linkage between the marker locus and the disease susceptibility locus 

 

3. Also population stratification may affect the power of a genome-wide association study. In the 

GWAS context population stratification best refers to 

a. the existence of different ethnic groups in the population 

b. the existence of subgroups of individuals that are on average more related to each other 

than to other members of the wider population 

c. differences in allelic distribution between different population subgroups 

 

4. The common disease-common variant model suggests that the genetic basis of of complex 

genetic phenotypes is explained by 

a.  b.  a. low frequency alleles of high penetrance 

a.  b.  b. low frequency allele of variable penetrance 

c.  d.  c. common alleles of moderate to low effects 

e.  f.  
 

5. Which of the following statements best describe the relationship between association and 

causation? 

a. Association does not imply causation 

b. Correlation and causation are synonymous 

c. Association is unrelated to causation 

 

(10 points) 

6. Open question: Explain where the application of Data Interoperability in healthcare would be 

most successful and why (minimum ½  page) 

A good answer must include: a brief overview, choice of the domain (business, company, 

technical), explanation of benefits with respect to the chosen domain, surmountable obstacles 

justifying the choice, technical considerations on how to develop DI in that domain and hints on 

possible other paths. 
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Literature style 

 

(15 points) 

 

Papers are organized around the following 5 big themes, adding complexity to the basic GWAS 

settings seen in class. Each group selects one paper. Further instructions: see class of October 26. 

Meta-analysis 

 

 

Population structure 

 

 

 

Polygenic risk scoring  

 

Reducing computational complexity and “alternative” phenotypes 
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Multiplicity in the trait 

 

 


