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How to install R 
 This document explains about the detailed installation step for bioinformatics software. 

 

 

 Go to https://www.r-project.org/  and do the following (assuming you work on a 

windows computer).  

1. Click on CRAN (highlighted in orange box) 
 

 

 

 

 

 

 

 

 

 

 

 

 

2. Choose download site (under Belgium) (highlighted in orange box) 

 

 

 

https://www.r-project.org/
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3.  Choose Windows as target operation system (highlighted in orange box)  
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4.   Click base (highlighted in orange box) 
 

5.    Click Download R 4.0.2 (highlighted in orange box) 
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6.  Download the .exe file and run it (choose default answers for all questions) 

 

7. Search R and open window  

 

 

 

 

 

 

8. R window will appear as given below:   

 

READY TO WORK ON R!!! 
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How to install RStudio 
 

1. GO to https://rstudio.com/products/rstudio/download/ 

 

 

2. Select DOWNLOAD (RStudio Desktop)   

 

 

 

 

 

 

 

 

 

 

 

 



 GBIO0002 software Installation  

 

3.   Download the .exe file and run it (choose default answers for all questions) 

 

4.  Search RStudio and  open  

 

 

 

 

 

 

 

 

 

Rstudio layout 
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READY TO WORK ON R and  RStudio!!! 

 

 Let us install ggplot2 R packages 

Type : install.packages("ggplot2") 

select Belgium 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Message : ggplot2 installed successfully! 
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Install Few R packages  

install.packages("Correlograms") 

install.packages(“circlize") 

install.packages("igraph") 

 

Install PLINK 

 

1. Go to link https://www.cog-genomics.org/plink/1.9/ and select based on operating system 

 

 

 

2. Uncompress the plink_win32_20200616.zip Click on the folder.  

 

3. There are two files  

 – test.map contains the marker information  

 – test.ped contains genotype data and sample information 

 

4. Plink.exe file will be used for the GWAS. 

https://www.cog-genomics.org/plink/1.9/

